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<210> 1 

<211> 1852 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (208) . . (1698) 
<400> 1 

cggatgactc ccgagaaggt gagcccctca cccacatgct aagagcccct tctgggccac 60 

ccagatccat ctccgcactg cctgggtctc tgagtttcag gctccccctg agagcctggg 120 

tggccctgga ccctgccagc ctggggcttg ggcttttgtc cccttggggc cttgagtgtg 180 

gccagggctc tggcgattgt gtggtga cag aag cca tgt ctg caa cgc ctg oca 234 

Gin Lys Pro Cys Leu Gin Arg Leu Pro 
1 5 




1 



tec gca gac gtg aat gag tgt gca gag aac cct ggc gtc tgc act aac 282' 
Ser Ala Asp Val Asn Glu Cys Ala Glu Asn Pro Gly Val Cys Thr Asn 
10 15 20 25 

ggc gtc tgt gtc aac acc gat gga tec ttc ege tgt gag tgt cec ttt 330 
Gly Val Cys Val Asn Thr Asp Gly Ser Phe Arg Cys Glu Cys Pro Phe 
30 35 40 

ggc tac age ctg gac ttc act ggc ate aac tgt gtg gac aca gac gag 378 
Gly Tyr Ser Leu Asp Phe Thr Gly lie Asn Cys Val Asp Thr Asp Glu 
45 50 55 

tgc tct gtc ggc cac ccc tgt ggg caa ggg aca tgc ace aat gtc ate 426 
Cys Ser Val Gly His Pro Cys Gly Gin Gly Thr Cys Thr Asn Val lie 
60 65 70 

gga ggc ttc gaa tgt gee tgt get gac ggc ttt gag cet ggc etc atg 474 
Gly Gly Phe Glu Cys Ala Cys Ala Asp Gly Phe Glu Pro Gly Leu Met 
75 80 85 

atg ace tgc gag gac ate gac gaa tgc tec ctg aac ccg ctg etc tgt 522 
Met Thr Cys Glu Asp lie Asp Glu Cys Ser Leu Asn Pro Leu Leu Cys 
90 95 100 105 

gee ttc cgc tgc cac aat acc gag ggc tec tac ctg tgc ace tgt cca 570 
Ala Phe Arg Cys His Asn Thr Glu Gly Ser Tyr Leu Cys Thr Cys Pro 
110 115 120 

gee ggc tac acc ctg egg gag gac ggg gee atg tgt ega gat gtg gac 618 
Ala Gly Tyr Thr Leu Arg Glu Asp Gly Ala Met Cys Arg Asp Val Asp 
125 130 135 

gag tgt gca gat ggt cag eag gac tgc cac gee egg ggc atg gag tgc 666 
Glu Cys Ala Asp Gly Gin Gin Asp Cys His Ala Arg Gly Met Glu Cys 
140 145 150 

aag aac etc ate ggt ace ttc gcg tgc gtc tgt ccc cca ggc atg egg 714 
Lys Asn Leu lie Gly Thr Phe Ala Cys Val Cys Pro Pro Gly Met Arg 
155 160 165 

ccc ctg cet ggc tct ggg gag ggc tgc aca gat gac aat gaa tgc cac 762 
Pro Leu Pro Gly Ser Gly Glu Gly Cys Thr Asp Asp Asn Glu Cys His 
170 175 180 185 

get cag cct gac etc tgt gtc aac ggc cgc tgt gtc aac ace gcg ggc 810 
Ala Gin Pro Asp Leu Cys Val Asn Gly Arg Cys Val Asn Thr Ala Gly 
190 195 200 



2 



age ttc egg 
Ser Phe Arg 



acc gag tgc 
Thr Glu Cys 

220 

cag acc atg 
Gin Thr Met 
235 

gcc gag tgc 
Ala Glu Cys 
250 

etc tgt ccc 
Leu Cys Pro 



ggc tea gge 
Gly Ser Gly 



ett get cac 
Leu Ala His 
300 

tte ege tgc 
Phe Arg Cys 
315 

acc tgc etg 
Thr Cys Leu 
330 

tte etc tgc 
Phe Leu Cys 



ggc tac etg 
Gly Tyr Leu 



tge ace tee 
Cys Thr Ser 
380 



tgc gac tgt 
Cys Asp Cys 
205 

cac gac ate 
His Asp lie 



tge egg tct 
Cys Arg Ser 



tge tgt ggg 
Cys Cys Gly 
255 

etg ccc gge 
Leu Pro Gly 
270 

tac act get 
Tyr Thr Ala 
285 

etg tgt get 
Leu Cys Ala 



cac tgt eag 
His Cys Gin 



gat atg gat 
Asp Met Asp 
335 

aaa aac aeg 
Lys Asn Thr 
350 

etg gag gag 
Leu Glu Glu 
365 

egg eag cac 
Arg Gin His 



gat gag gga 
Asp Glu Gly 
210 

egg eag ggg 
Arg Gin Gly 

225 

etg tee age 
Leu Ser Ser 
240 

ggt ggc egg 
Gly Gly Arg 



ace tet gee 
Thr Ser Ala 



gag ggc cga 
Glu Gly Arg 
290 

cat ggg gag 
His Gly Glu 
305 

gcc ggg tac 
Ala Gly Tyr 
320 

gag tgc age 
Glu Cys Ser 



aag ggc agt 
Lys Gly Ser 



gat gge agg 
Asp Gly Arg 
370 

aac tgt eag 
Asn Cys Gin 
385 



tte cag ccc 
Phe Gin Pro 



ccc tgc ttt 
Pro Cys Phe 



age agt gag 
Ser Ser Glu 
245 

ggc tgg ggg 
Gly Trp Gly 
260 

tac agg aag 
Tyr Arg Lys 
275 

gat gta gat 
Asp Val Asp 

tgc ate aac 
Cys lie Asn 



aca ccg gat 
Thr Pro Asp 
325 

cag gte ccc 
Gin Val Pro 
340 

ttc etg tge 
Phe Leu Cys 
355 

acc tgc aaa 
Thr Cys Lys 



ttc etc tgt 
Phe Leu Cys 



age ccc aec 
Ser Pro Thr 
215 

gcc gag gtg 
Ala Glu Val 
230 

get gte acc 
Ala Val Thr 



eee ege tgc 
Pro Arg Cys 



etg tge ccc 
Leu Cys Pro 
280 

gaa tgc cgt 
Glu Cys Arg 
295 

age ett gge 
Ser Leu Gly 
310 

get act get 
Ala Thr Ala 



aag eca tgt 
Lys Pro Cys 



age tgt eee 
Ser Cys Pro 
360 

gac etg gac 
Asp Leu Asp 
375 

gte aac act 
Val Asn Thr 
390 



ett 858 
Leu 



etg 906 
Leu 



agg 954 
Arg 



gag 1002 

Glu 

265 

eat 1050 

His 



atg 1098 
Met 



tec 1146 
Ser 



act 1194 
Thr 



acc 1242 

Thr 

345 

cga 1290 
Arg 



gaa 1338 
Glu 



gtg 1386 
Val 



3 



ggc gcc ttc acc tgc cgc tgt cca ccc ggc ttc acc cag cac cac cag 1434 

Gly Ala Phe Thr Cys Arg Cys Pro Pro Gly Phe Thr Gin His His Gin 

395 400 405 

gcc tgc ttc gac aat gat gag tgc tea gcc cag cct ggc cca tgt ggt 1482 

Ala Cys Phe Asp Asn Asp Glu Cys Ser Ala Gin Pro Gly Pro Cys Gly 

410 415 420 425 

gcc cac ggg cac tgc cac aac acc ccg ggc age ttc cgc tgt gaa tgc 1530 

Ala His Gly His Cys His Asn Thr Pro Gly Ser Phe Arg Cys Glu Cys 

430 435 440 

cac caa ggc ttc acc ctg gtc age tea ggc cat ggc tgt gaa gat gtg 1578 

His Gin Gly Phe Thr Leu Val Ser Ser Gly His Gly Cys Glu Asp Val 

445 450 455 

aat gaa tgt gat ggg ccc cac cgc tgc cag eat ggc tgt cag aac cag 1626 

Asn Glu Cys Asp Gly Pro His Arg Cys Gin His Gly Cys Gin Asn Gin 

460 465 470 

eta ggg ggc tae cgc tgc age tgc ccc cag ggt ttc ace cag cac tec 1674 

Leu Gly Gly Tyr Arg Cys Ser Cys Pro Gin Gly Phe Thr Gin His Ser 

475 480 485 

cag tgg gee cag tgt gtg ggt gag tgaaaaggge tgggaagaag ctgggccetc 1728 
Gin Trp Ala Gin Cys Val Gly Glu 
490 495 



caeeagaatc tgctcagage aggcgactaa cagaegccac eetgcaagat gatgtgacaa 1788 
gcaeaattat ctaaagattg aacaggeeag ceeagaagat gagaatgagt gtgecctgte 1848 
gece 1852 



<210> 2 
<211> 497 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Gin Lys Pro Cys Leu Gin Arg Leu Pro Ser Ala Asp Val Asn Glu Cys 
1^5 10 15 

Ala Glu Asn Pro Gly Val Cys Thr Asn Gly Val Cys Val Asn Thr Asp 
20 25 30 

Gly Ser Phe Arg Cys Glu Cys Pro Phe Gly Tyr Ser Leu Asp Phe Thr 



4 



35 



40 



45 



Gly lie Asn Cys 
50 

Gly Gin Gly Thr 
65 

Ala Asp Gly Phe 



Glu Cys Ser Leu 
ICQ 

Glu Gly Ser Tyr 
115 

Asp Gly Ala Met 
130 

Asp Cys His Ala 
145 

Ala Cys Val Cys 



Gly Cys Thr Asp 
180 

Asn Gly Arg Cys 
195 

Glu Gly Phe Gin 
210 

Gin Gly Pro Cys 
225 

Ser Ser Ser Ser 



Gly Arg Gly Trp 
260 

Ser Ala Tyr Arg 

275 

Gly Arg Asp Val 



Val Asp Thr Asp 
55 

Cys Thr Asn Val 
70 

Glu Pro Gly Leu 
85 

Asn Pro Leu Leu 



Leu Cys Thr Cys 
120 

Cys Arg Asp Val 
135 

Arg Gly Met Glu 
150 

Pro Pro Gly Met 
165 

Asp Asn Glu Cys 



Val Asn Thr Ala 
200 

Pro Ser Pro Thr 

215 

Phe Ala Glu Val 
230 

Glu Ala Val Thr 
245 

Gly Pro Arg Cys 



Lys Leu Cys Pro 
280 

Asp Glu Cys Arg 



Glu Cys Ser Val 
60 

He Gly Gly Phe 
75 

Met Met Thr Cys 
90 

Cys Ala Phe Arg 
105 

Pro Ala Gly Tyr 



Asp Glu Cys Ala 
140 

Cys Lys Asn Leu 
155 

Arg Pro Leu Pro 
170 

His Ala Gin Pro 
185 

Gly Ser Phe Arg 



Leu Thr Glu Cys 
220 

Leu Gin Thr Met 
235 

Arg Ala Glu Cys 
250 

Glu Leu Cys Pro 
265 

His Gly Ser Gly 



Met Leu Ala His 



Gly His Pro Cys 



Glu Cys Ala Cys 
80 

Glu Asp lie Asp 
95 

Cys His Asn Thr 
110 

Thr Leu Arg Glu 

125 

Asp Gly Gin Gin 



He Gly Thr Phe 
160 

Gly Ser Gly Glu 
175 

Asp Leu Cys Val 
190 

Cys Asp Cys Asp 
205 

His Asp He Arg 



Cys Arg Ser Leu 
240 

Cys Cys Gly Gly 
255 

Leu Pro Gly Thr 
270 

Tyr Thr Ala Glu 
285 

Leu Cys Ala His 
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290 



295 



300 



Gly Glu Cys lie Asn Ser Leu Giy Ser Phe Arg Cys His Cys Gin Ala 
305 310 315 320 

Gly Tyr Thr Pro Asp Ala Thr Ala Thr Thr Cys Leu Asp Met Asp Glu 
325 330 335 

Cys Ser Gin Val Pro Lys Pro Cys Thr Phe Leu Cys Lys Asn Thr Lys 
340 345 350 

Gly Ser Phe Leu Cys Ser Cys Pro Arg Gly Tyr Leu Leu Glu Glu Asp 
355 360 365 

Gly Arg Thr Cys Lys Asp Leu Asp Glu Cys Thr Ser Arg Gin His Asn 
370 375 380 

Cys Gin Phe Leu Cys Val Asn Thr Val Gly Ala Phe Thr Cys Arg Cys 
385 390 395 400 

Pro Pro Gly Phe Thr Gin His His Gin Ala Cys Phe Asp Asn Asp Glu 
405 410 415 

Cys Ser Ala Gin Pro Gly Pro Cys Gly Ala His Gly His Cys His Asn 
420 425 430 

Thr Pro Gly Ser Phe Arg Cys Glu Cys His Gin Gly Phe Thr Leu Val 
435 440 445 

Ser Ser Gly His Gly Cys Glu Asp Val Asn Glu Cys Asp Gly Pro His 
450 455 460 

Arg Cys Gin His Gly Cys Gin Asn Gin Leu Gly Gly Tyr Arg Cys Ser 
465 470 475 480 

Cys Pro Gin Gly Phe Thr Gin His Ser Gin Trp Ala Gin Cys Val Gly 
485 490 495 



Glu 



<210> 3 
<211> 379 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> CDS 

<222> CI) . . (378) 



<400> 3 

gga ggg cct gtg att eta ctg cag gca ggc acc ccc cac aac etc aca 48 
Gly Gly Pro Val lie Leu Leu Gin Ala Gly Thr Pro His Asn Leu Thr 
15 10 15 

tgc egg gee ttc aat gcg aag ect get gee acc ate ate tgg tte egg 96 
Cys Arg Ala Phe Asn Ala Lys Pro Ala Ala Thr lie lie Trp Phe Arg 
20 25 30 



cag cag gag ggc get gtg gee age acg gaa ttg etg aag 144 
Gin Gin Glu Gly Ala Val Ala Ser Thr Glu Leu Leu Lys 
40 45 

agg gag ace ace gtg age caa etg ett att aac eee acg 192 
Arg Glu Thr Thr Val Ser Gin Leu Leu He Asn Pro Thr 
55 60 

ata ggg egt gte tte act tgc ega age atg aac gaa gee 240 
He Gly Arg Val Phe Thr Cys Arg Ser Met Asn Glu Ala 
70 75 80 



gae ggg aeg 
Asp Gly Thr 
35 

gat ggg aag 
Asp Gly Lys 
50 

gae etg gae 
Asp Leu Asp 
65 

ate cct agt ggc aag gag act tee ate 
He Pro Ser Gly Lys Glu Thr Ser He 
85 

eet aea gtg acc ctg tee att gag cca 
Pro Thr Val Thr Leu Ser He Glu Pro 
100 105 

egt gtt gte ttt ace tgc cag gee 
Arg Val Val Phe Thr Cys Gin Ala 
115 120 



<210> 4 
<211> 126 
<212> PRT 
<213> Homo sapiens 

<400> 4 

Gly Gly Pro Val He Leu Leu Gin Ala 
1 5 

Cys Arg Ala Phe Asn Ala Lys Pro Ala 



gag etg gat gtg eac cae cct 288 
Glu Leu Asp Val His His Pro 
90 95 

cag acg ggg eag gag ggt gag 336 
Gin Thr Gly Gin Glu Gly Glu 
110 

eee gag ate t 379 
Pro Glu He 
125 



Gly Thr Pro His Asn Leu Thr 
10 15 

Ala Thr He He Trp Phe Arg 



aca gee aac 
Thr Ala Asn 
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20 



25 



30 



Asp Gly Thr Gin Gin Glu Gly Ala 
35 40 

Asp Gly Lys Arg Glu Thr Thr Val 
50 55 

Asp Leu Asp lie Gly Arg Val Phe 
65 70 

He Pro Ser Gly Lys Glu Thr Ser 
85 

Pro Thr Val Thr Leu Ser He Glu 
100 

Arg Val Val Phe Thr Cys Gin Ala 
115 120 



Val Ala Ser Thr Glu Leu Leu Lys 
45 

Ser Gin Leu Leu He Asn Pro Thr 
60 

Thr Cys Arg Ser Met Asn Glu Ala 

75 80 

He Glu Leu Asp Val His His Pro 
90 95 

Pro Gin Thr Gly Gin Glu Gly Glu 
105 110 

Thr Ala Asn Pro Glu He 

125 



<210> 5 

<211> 3374 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (3) . . (3356) 

<400> 5 

gc cag gga ggc age tgc gtc aac atg gtg ggc tec ttc cat tge cgc 47 

Gin Gly Gly Ser Cys Val Asn Met Val Gly Ser Phe His Cys Arg 

1 5 10 15 

tgt oca gtt gga cac egg etc agt gac age age gee gca tgt gaa gae 95 
Cys Pro Val Gly His Arg Leu Ser Asp Ser Ser Ala Ala Cys Glu Asp 
20 25 30 



tac egg gee ggc gee tgc ttc tea gtg ctt ttc ggg ggc cgc tgt get 143 

Tyr Arg Ala Gly Ala Cys Phe Ser Val Leu Phe Gly Gly Arg Cys Ala 

35 40 45 

gga gae etc gee ggc cac tac act cgc agg cag tgc tgc tgt gac agg 191 

Gly Asp Leu Ala Gly His Tyr Thr Arg Arg Gin Cys Cys Cys Asp Arg 

50 55 60 
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ggc agg tgc tgg gca get ggc ccg gtc cct gag ctg tgt cct cct egg 
Gly Arg Cys Trp Ala Ala Gly Pro Val Pro Glu Leu Cys Pro Pro Arg 
65 70 75 



239 



ggc tec aat gaa ttc cag caa ctg tgc gcc cag egg ctg ccg ctg eta 287 

Gly Ser Asn Glu Phe Gin Gin Leu Cys Ala Gin Arg Leu Pro Leu Leu 

80 85 90 95 

cec ggc eac cct gge etc ttc cct ggc etc ctg ggc ttc gga tec aat 335 

Pro Gly His Pro Gly Leu Phe Pro Gly Leu Leu Gly Phe Gly Ser Asn 

100 105 110 

ggc atg ggt cec cct ctt ggg cea gcg cga etc aac cec cat ggc tet 383 

Gly Met Gly Pro Pro Leu Gly Pro Ala Arg Leu Asn Pro His Gly Ser 

115 120 125 

gat gcg cgt ggg ate cec age ctg ggc cct ggc aac tet aat att gge 431 

Asp Ala Arg Gly lie Pro Ser Leu Gly Pro Gly Asn Ser Asn lie Gly 
130 135 140 

act get ace ctg aac cag ace att gae ate tgc cga eac ttc ace aac 479 

Thr Ala Thr Leu Asn Gin Thr He Asp He Cys Arg His Phe Thr Asn 
145 150 155 

ctg tgt ctg aat gge cge tgc ctg cec aeg cct tec age tac ege tgc 527 

Leu Cys Leu Asn Gly Arg Cys Leu Pro Thr Pro Ser Ser Tyr Arg Cys 

160 165 ' 170 175 

gag tgt aac gtg ggc tac ace cag gae gtg ege ggc gag tgc att gat 575 

Glu Cys Asn Val Gly Tyr Thr Gin Asp Val Arg Gly Glu Cys He Asp 

180 185 190 

gta gae gaa tgc acc age age cec tgc eac eac ggt gae tgc gtc aac 623 

Val Asp Glu Cys Thr Ser Ser Pro Cys His His Gly Asp Cys Val Asn 

195 200 205 

ate cec ggc ace tac cae tgc egg tgc tac ccg gge ttc cag gcc aeg 671 

He Pro Gly Thr Tyr His Cys Arg Cys Tyr Pro Gly Phe Gin Ala Thr 
210 215 220 

cec ace agg cag gca tgc gtg gat gtg gae gag tgc att gtc agt ggt 719 

Pro Thr Arg Gin Ala Cys Val Asp Val Asp Glu Cys He Val Ser Gly 
225 230 235 

gge ctt tgt eac ctg ggc cge tgt gtc aac aca gag ggc age ttc cag 767 

Gly Leu Cys His Leu Gly Arg Cys Val Asn Thr Glu Gly Ser Phe Gin 

240 245 250 255 
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tgt gtc tgc aat gca ggc ttc gag etc age eet gac ggc aag aac tgt 815 
Cys Val Cys Asn Ala Gly Phe Glu Leu Ser Pro Asp Gly Lys Asn Cys 
260 265 270 

gtg gac cac aae gag tgt gee acc age aec atg tgc gtc aac ggc gtg 863 
Val Asp His Asn Glu Cys Ala Thr Ser Thr Met Cys Val Asn Gly Val 
275 280 285 

tgt etc aac gag gat ggc age ttc tec tgc etc tgc aaa ecc ggc tte 911 
Cys Leu Asn Glu Asp Gly Ser Phe Ser Cys Leu Cys Lys Pro Gly Phe 
290 295 300 

etg ctg geg eet ggc ggc cac tae tgc atg gac att gac gag tgc cag 959 
Leu Leu Ala Pro Gly Gly His Tyr Cys Met Asp lie Asp Glu Cys Gin 
305 310 315 

acg ccc ggc ate tge gtg aac ggc eac tgt acc aae ace gag ggc tec 1007 
Thr Pro Gly He Cys Val Asn Gly His Cys Thr Asn Thr Glu Gly Ser 
320 325 330 335 

ttc cge tgc cag tgc etg ggg ggg etg geg gta ggc acg gat ggc cge 1055 
Phe Arg Cys Gin Cys Leu Gly Gly Leu Ala Val Gly Thr Asp Gly Arg 
340 345 350 

gtg tge gtg gac acc cac gtg cge age acc tgc tat ggg gee ate gag 1103 
Val Cys Val Asp Thr His Val Arg Ser Thr Cys Tyr Gly Ala He Glu 
355 360 365 

aag ggc tec tgt gee cge ccc ttc eet ggc act gtc ace aag teg gag 1151 
Lys Gly Ser Cys Ala Arg Pro Phe Pro Gly Thr Val Thr Lys Ser Glu 
370 375 380 

tgc tgc tgt gee aat ccg gae eac ggt ttt ggg gag ccc tgc cag ett 1199 
Cys Cys Cys Ala Asn Pro Asp His Gly Phe Gly Glu Pro Cys Gin Leu 
385 390 395 

tgt eet gee aaa aac tec get gag ttc cag gea ctg tgc age agt ggg 1247 
Cys Pro Ala Lys Asn Ser Ala Glu Phe Gin Ala Leu Cys Ser Ser Gly 
400 405 410 415 

ctt ggc att acc aeg gat ggt ega gac ate aae gag tgt get ctg gat 1295 
Leu Gly He Thr Thr Asp Gly Arg Asp He Asn Glu Cys Ala Leu Asp 
420 425 430 

cct gag gtt tgt gee aat ggc gtg tgc gag aac ett egg ggc age tae 1343 
Pro Glu Val Cys Ala Asn Gly Val Cys Glu Asn Leu Arg Gly Ser Tyr 
435 440 445 
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cgc tgt gtc tgc aac ctg ggt tat gag gca ggt gcc tea ggc aag gac 1391 
Arg Cys Val Cys Asn Leu Gly Tyr Glu Ala Gly Ala Ser Gly Lys Asp 
450 455 460 

tgc aca gac gtg gat gag tgt gcc etc aac age etc ctg tgt gac aae 1439 
Cys Thr Asp Val Asp Glu Cys Ala Leu Asn Ser Leu Leu Cys Asp Asn 
465 470 475 

ggg tgg tgc cag aat age eet ggc age tac age tgc tec tgc ccc cec 1487 
Gly Trp Cys Gin Asn Ser Pro Gly Ser Tyr Ser Cys Ser Cys Pro Pro 
480 485 490 495 

ggc tte cac tte tgg cag gae acg gag ate tgc aaa gat gtc gac gaa 1535 
Gly Phe His Phe Trp Gin Asp Thr Glu lie Cys Lys Asp Val Asp Glu 
500 505 510 

tgc ctg tec age ccg tgt gtg agt ggc gtt tgt egg aae ctg gee ggc 1583 
Cys Leu Ser Ser Pro Cys Val Ser Gly Val Cys Arg Asn Leu Ala Gly 
515 520 525 

tee tac acc tgc aaa tgt ggc cet ggc age egg ctg gac ccc tet ggt 1631 
Ser Tyr Thr Cys Lys Cys Gly Pro Gly Ser Arg Leu Asp Pro Ser Gly 
530 535 540 

acc tte tgt eta gae age acc aag ggc acc tgc tgg ctg aag ate cag 1679 
Thr Phe Cys Leu Asp Ser Thr Lys Gly Thr Cys Trp Leu Lys lie Gin 
545 550 555 

gag age cgc tgt gag gtg aac ett cag gga gcc age etg egg tet gag 1727 
Glu Ser Arg Cys Glu Val Asn Leu Gin Gly Ala Ser Leu Arg Ser Glu 
560 565 570 575 

tgc tgt gcc ace etc ggg gea gcc tgg ggg age ccc tgc gaa cgc tgc 1775 
Cys Cys Ala Thr Leu Gly Ala Ala Trp Gly Ser Pro Cys Glu Arg Cys 
580 585 590 

gag ate gac cet gee tgt gcc egg ggc ttt gee egg atg acg ggt gtc 1823 
Glu lie Asp Pro Ala Cys Ala Arg Gly Phe Ala Arg Met Thr Gly Val 
595 600 605 

ace tgc gat gat gtg aae gag tgt gag tee tte ccg gga gtc tgt ccc 1871 
Thr Cys Asp Asp Val Asn Glu Cys Glu Ser Phe Pro Gly Val Cys Pro 
610 615 620 

aae ggg cgt tgc gtc aae act get ggg tet tte cgc tgt gag tgt cca 1919 
Asn Gly Arg Cys Val Asn Thr Ala Gly Ser Phe Arg Cys Glu Cys Pro 
625 630 635 
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gag ggc ctg 
Glu Gly Leu 
640 

ttg gaa cca 
Leu Glu Pro 



ctg cct ggc 
Leu Pro Gly 



gtg tgg gga 
Val Trp Gly 
690 

ttc gcc age 
Phe Ala Ser 
705 

ctg tot ggc 
Leu Ser Gly 
720 

cct ggc etc 
Pro Gly Leu 



cac tgc gcc 
His Cys Ala 



tgc aca gat 
Cys Thr Asp 
770 

ggc acc tgt 
Gly Thr Cys 
785 

ggc tac gag 
Gly Tyr Glu 
800 

gag tgt gca 
Glu Cys Ala 



atg ctg gac 
Met Leu Asp 
645 

tgt ttc ctg 
Cys Phe Leu 
660 

aag tac egg 
Lys Tyr Arg 
675 

gtc gag tgc 
Val Glu Cys 



ctg tgc ccg 
Leu Cys Pro 

cga cca ttc 
Arg Pro Phe 
725 

tgc acg cac 
Cys Thr His 
740 

tgt gcg ggg 
Cys Ala Gly 
755 

ate gae gag 
lie Asp Glu 



gtc aac acg 
Val Asn Thr 



agt ggc ttc 
Ser Gly Phe 
805 

agg gac ccg 
Arg Asp Pro 
820 



gcc tea ggc 
Ala Ser Gly 



cga tgg gat 
Arg Trp Asp 



atg gac gtc 
Met Asp Val 
680 

gag gcc tgc 
Glu Ala Cys 
695 

egg ggg ctg 
Arg Gly Leu 
710 

tat aaa gat 
Tyr Lys Asp 

ggt aee tgc 
Gly Thr Cys 



ggc ttc gcc 
Gly Phe Ala 
760 

tgt cge ate 
Cys Arg lie 
775 

ccg ggc age 
Pro Gly Ser 
790 

atg ctg atg 
Met Leu Met 



ctg etc tgc 
Leu Leu Cys 



egg ctg tgc 
Arg Leu Cys 
650 

gag gat gag 
Glu Asp Glu 
665 

tgc tgc tgc 
Cys Cys Cys 

ccg gat ecc 
Pro Asp Pro 



ggc ttc gcc 
Gly Phe Ala 
715 

gtg aat gaa 
Val Asn Glu 
730 

aga aac acg 
Arg Asn Thr 
745 

ctg gat gee 
Leu Asp Ala 



tet cct gae 
Ser Pro Asp 



ttt gag tgc 
Phe Glu Cys 
795 

aag aac tgc 
Lys Asn Cys 
810 

egg gga ggc 
Arg Gly Gly 
825 



gtg gat gtg 
Val Asp Val 



tgt ggg gtc 
Cys Gly Val 
670 

tec ate ggg 
Ser lie Gly 
685 

gag tet ctg 
Glu Ser Leu 
700 

age egg gae 
Ser Arg Asp 



tge aag gtg 
Cys Lys Val 



gtg ggc age 
Val Gly Ser 
750 

eag gaa egg 
Gin Glu Arg 
765 

etc tgc ggc 
Leu Cys Gly 
780 

gag tgt ttt 
Glu Cys Phe 



atg gae gtg 
Met Asp Val 



act tgc ace 
Thr Cys Thr 
830 



aga 1967 

Arg 

655 

acc 2015 
Thr 



gcc 2063 
Ala 



gag 2111 
Glu 



ttc 2159 
Phe 



ttc 2207 

Phe 

735 

ttc 2255 
Phe 



aac 2303 
Asn 



eag 2351 
Gin 



cec 2399 
Pro 



gae 2447 

Asp 

815 

aac 2495 
Asn 
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acq gat ggg age tac aag tgc cag tgt ccc cct ggg cat gag ctg acg 2543 
Thr Asp Gly Ser Tyr Lys Cys Gin Cys Pro Pro Gly His Glu Leu Thr 
835 840 845 

gcc aag ggc act gcc tgt gag gac ate gat gag tgc tec ctg agt gat 2591 
Ala Lys Gly Thr Ala Cys Glu Asp He Asp Glu Cys Ser Leu Ser Asp 
850 855 860 

ggc ctg tgt ccc eat ggc cag tgt gte aat gtc ate ggt gcc ttc cag 2639 
Gly Leu Cys Pro His Gly Gin Cys Val Asn Val He Gly Ala Phe Gin 
865 870 875 

tgc tec tgc cat gcc ggc ttc cag age aea cct gac cge cag ggc tge 2687 
Cys Ser Cys His Ala Gly Phe Gin Ser Thr Pro Asp Arg Gin Gly Cys 
880 885 890 895 

gtg gac ate aac gaa tgc egg gte cag aat ggt ggg tgt gac gtg cac 2735 
Val Asp lie Asn Glu Cys Arg Val Gin Asn Gly Gly Cys Asp Val His 
900 905 910 

cgt att aac act gag ggc age tac egg tge age tgt ggg cag ggc tac 2783 
Arg He Asn Thr Glu Gly Ser Tyr Arg Cys Ser Cys Gly Gin Gly Tyr 
915 920 925 

teg ctg atg ccc gac gga agg gea tgt gea gac gtg gae gag tgt gaa 2831 
Ser Leu Met Pro Asp Gly Arg Ala Cys Ala Asp Val Asp Glu Cys Glu 
930 935 940 

gag aac ccc cge gtt tgt gac caa ggc cac tgc ace aac atg cea ggg 2879 
Glu Asn Pro Arg Val Cys Asp Gin Gly His Cys Thr Asn Met Pro Gly 
945 950 955 

ggt cac cge tge ctg tge tat gat ggc ttc atg gee acg cea gae atg 2927 
Gly His Arg Cys Leu Cys Tyr Asp Gly Phe Met Ala Thr Pro Asp Met 
960 965 970 975 

agg aea tgt gtt gat gtg gat gag tgt gae ctg aac cct cac ate tgc 2975 
Arg Thr Cys Val Asp Val Asp Glu Cys Asp Leu Asn Pro His He Cys 
980 985 990 

etc cat ggg gae tgc gag aac acg aag ggt tec ttt gtc tgc cac tgt 3023 
Leu His Gly Asp Cys Glu Asn Thr Lys Gly Ser Phe Val Cys His Cys 
995 1000 1005 



cag ctg ggc tac atg gte agg aag ggg gee aca ggc tgc tet gat gtg 
Gin Leu Gly Tyr Met Val Arg Lys Gly Ala Thr Gly Cys Ser Asp Val 
1010 1015 1020 



3071 
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gat gaa tgc gag gtt gga gga cac aac tgt gac agt cac gcc tec tgt 
Asp Glu Cys Glu Val Gly Gly His Asn Cys Asp Ser His Ala Ser Cys 
1025 1030 1035 



3119 



etc aac ate ecg ggg agt tte age tgt agg tgc etg eca ggc tgg gtg 3167 
Leu Asn lie Pro Gly Ser Phe Ser Cys Arg Cys Leu Pro Gly Trp Val 
1040 1045 1050 1055 

ggg gat ggc ttc gaa tgt cac gac etg gat gaa tgc gtc tee eag gag 3215 
Gly Asp Gly Phe Glu Cys His Asp Leu Asp Glu Cys Val Ser Gin Glu 
1060 1065 1070 

cac egg tgc age eca aga ggt gac tgt etc aat gtc cct ggc tec tac 3263 
His Arg Cys Ser Pro Arg Gly Asp Cys Leu Asn Val Pro Gly Ser Tyr 
1075 1080 1085 

egc tgc ace tgc cgc eag gge ttt gcc ggg gat ggc ttc ttc tgc gaa 3311 
Arg Cys Thr Cys Arg Gin Gly Phe Ala Gly Asp Gly Phe Phe Cys Glu 
1090 1095 1100 

gac agg gat gaa tgt gcc gag aac gtg gac etc tgt gac aac ggg 3356 
Asp Arg Asp Glu Cys Ala Glu Asn Val Asp Leu Cys Asp Asn Gly 
1105 1110 1115 

tagtgcctca atgegece 3374 



<210> 6 
<211> 1118 
<212> PRT 

<213> Homo sapiens 
<400> 6 

Gin Gly Gly Ser Cys Val, Asn Met Val Gly Ser Phe His Cys Arg Cys 
15 10 15 

Pro Val Gly His Arg Leu Ser Asp Ser Ser Ala Ala Cys Glu Asp Tyr 
20 25 30 

Arg Ala Gly Ala Cys Phe Ser Val Leu Phe Gly Gly Arg Cys Ala Gly 
35 40 45 

Asp Leu Ala Gly His Tyr Thr Arg Arg Gin Cys Cys Cys Asp Arg Gly 
50 55 60 

Arg Cys Trp Ala Ala Gly Pro Val Pro Glu Leu Cys Pro Pro Arg Gly 
65 70 75 80 
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Ser Asn Glu Phe Gin Gin Leu Cys Ala Gin Arg Leu Pro Leu Leu Pro 
85 90 ' 95 



Gly His Pro Gly Leu Phe Pro Gly Leu Leu Gly Phe Gly Ser Asn Gly 
100 105 110 

Met Gly Pro Pro Leu Gly Pro Ala Arg Leu Asn Pro His Gly Ser Asp 
115 120 125 

Ala Arg Gly lie Pro Ser Leu Gly Pro Gly Asn Ser Asn He Gly Thr 
130 135 140 

Ala Thr Leu Asn Gin Thr He Asp He Cys Arg His Phe Thr Asn Leu 
145 150 155 160 

Cys Leu Asn Gly Arg Cys Leu Pro Thr Pro Ser Ser Tyr Arg Cys Glu 
165 170 175 

Cys Asn Val Gly Tyr Thr Gin Asp Val Arg Gly Glu Cys He Asp Val 
180 185 190 

Asp Glu Cys Thr Ser Ser Pro Cys His His Gly Asp Cys Val Asn He 
195 200 205 

Pro Gly Thr Tyr His Cys Arg Cys Tyr Pro Gly Phe Gin Ala Thr Pro 
210 215 220 

Thr Arg Gin Ala Cys Val Asp Val Asp Glu Cys He Val Ser Gly Gly 
225 230 235 240 

Leu Cys His Leu Gly Arg Cys Val Asn Thr Glu Gly Ser Phe Gin Cys 
245 250 255 

Val Cys Asn Ala Gly Phe Glu Leu Ser Pro Asp Gly Lys Asn Cys Val 
260 265 270 

Asp His Asn Glu Cys Ala Thr Ser Thr Met Cys Val Asn Gly Val Cys 
275 280 285 

Leu Asn Glu Asp Gly Ser Phe Ser Cys Leu Cys Lys Pro Gly Phe Leu 
290 295 300 

Leu Ala Pro Gly Gly His Tyr Cys Met Asp He Asp Glu Cys Gin Thr 
305 310 315 320 



Pro Gly He Cys Val Asn Gly His Cys Thr Asn Thr Glu Gly Ser Phe 
325 330 335 
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Arg Cys Gin Cys Leu Gly Gly Leu Ala Val Gly Thr Asp Gly Arg Val 
340 345 350 



Cys Val Asp Thr His Val Arg Ser Thr Cys Tyr Gly Ala He Glu Lys 
355 360 365 

Gly Ser Cys Ala Arg Pro Phe Pro Gly Thr Val Thr Lys Ser Glu Cys 
370 375 380 

Cys Cys Ala Asn Pro Asp His Gly Phe Gly Glu Pro Cys Gin Leu Cys 
385 390 395 400 

Pro Ala Lys Asn Ser Ala Glu Phe Gin Ala Leu Cys Ser Ser Gly Leu 
405 410 415 

Gly He Thr Thr Asp Gly Arg Asp He Asn Glu Cys Ala Leu Asp Pro 
420 425 430 

Glu Val Cys Ala Asn Gly Val Cys Glu Asn Leu Arg Gly Ser Tyr Arg 
435 440 445 

Cys Val Cys Asn Leu Gly Tyr Glu Ala Gly Ala Ser Gly Lys Asp Cys 
450 455 460 

Thr Asp Val Asp Glu Cys Ala Leu Asn Ser Leu Leu Cys Asp Asn Gly 
465 470 475 480 

Trp Cys Gin Asn Ser Pro Gly Ser Tyr Ser Cys Ser Cys Pro Pro Gly 
485 490 495 

Phe His Phe Trp Gin Asp Thr Glu He Cys Lys Asp Val Asp Glu Cys 
500 505 510 

Leu Ser Ser Pro Cys Val Ser Gly Val Cys Arg Asn Leu Ala Gly Ser 
515 520 525 

Tyr Thr Cys Lys Cys Gly Pro Gly Ser Arg Leu Asp Pro Ser Gly Thr 
530 535 540 

Phe Cys Leu Asp Ser Thr Lys Gly Thr Cys Trp Leu Lys He Gin Glu 
545 550 555 560 

Ser Arg Cys Glu Val Asn Leu Gin Gly Ala Ser Leu Arg Ser Glu Cys 
565 570 575 



Cys Ala Thr Leu Gly Ala Ala Trp Gly Ser Pro Cys Glu Arg Cys Glu 
580 585 590 
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lie Asp Pro Ala Cys Ala Arg Gly Phe Ala Arg Met Thr Gly Val Thr 
595 600 605 



Cys Asp Asp Val Asn Glu Cys Glu Ser Phe Pro Gly Val Cys Pro Asn 
610 615 620 

Gly Arg Cys Val Asn Thr Ala Gly Ser Phe Arg Cys Glu Cys Pro Glu 
625 630 635 640 

Gly Leu Met Leu Asp Ala Ser Gly Arg Leu Cys Val Asp Val Arg Leu 
645 650 655 

Glu Pro Cys Phe Leu Arg Trp Asp Glu Asp Glu Cys Gly Val Thr Leu 
660 665 670 

Pro Gly Lys Tyr Arg Met Asp Val Cys Cys Cys Ser lie Gly Ala Val 
675 680 685 

Trp Gly Val Glu Cys Glu Ala Cys Pro Asp Pro Glu Ser Leu Glu Phe 
690 695 700 

Ala Ser Leu Cys Pro Arg Gly Leu Gly Phe Ala Ser Arg Asp Phe Leu 
705 710 715 720 

Ser Gly Arg Pro Phe Tyr Lys Asp Val Asn Glu Cys Lys Val Phe Pro 
725 730 735 

Gly Leu Cys Thr His Gly Thr Cys Arg Asn Thr Val Gly Ser Phe His 
740 745 750 

Cys Ala Cys Ala Gly Gly Phe Ala Leu Asp Ala Gin Glu Arg Asn Cys 
755 760 765 

Thr Asp lie Asp Glu Cys Arg lie Ser Pro Asp Leu Cys Gly Gin Gly 
770 775 780 

Thr Cys Val Asn Thr Pro Gly Ser Phe Glu Cys Glu Cys Phe Pro Gly 
785 790 795 800 

Tyr Glu Ser Gly Phe Met Leu Met Lys Asn Cys Met Asp Val Asp Glu 
805 810 815 

Cys Ala Arg Asp Pro Leu Leu Cys Arg Gly Gly Thr Cys Thr Asn Thr 
820 825 830 



Asp Gly Ser Tyr Lys Cys Gin Cys Pro Pro Gly His Glu Leu Thr Ala 
835 840 845 
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Lys Gly Thr Ala Cys Glu Asp lie Asp Glu Cys Ser Leu Ser Asp Gly 
850 855 860 



Leu Cys Pro His Gly Gin Cys Val Asn Val lie Gly Ala Phe Gin Cys 
865 870 875 880 

Ser Cys His Ala Gly Phe Gin Ser Thr Pro Asp Arg Gin Gly Cys Val 
885 890 895 

Asp lie Asn Glu Cys Arg Val Gin Asn Gly Gly Cys Asp Val His Arg 
900 905 910 

He Asn Thr Glu Gly Ser Tyr Arg Cys Ser Cys Gly Gin Gly Tyr Ser 
915 920 925 

Leu Met Pro Asp Gly Arg Ala Cys Ala Asp Val Asp Glu Cys Glu Glu 
930 935 940 

Asn Pro Arg Val Cys Asp Gin Gly His Cys Thr Asn Met Pro Gly Gly 
945 950 955 960 

His Arg Cys Leu Cys Tyr Asp Gly Phe Met Ala Thr Pro Asp Met Arg 
965 970 975 

Thr Cys Val Asp Val Asp Glu Cys Asp Leu Asn Pro His lie Cys Leu 
980 985 990 

His Gly Asp Cys Glu Asn Thr Lys Gly Ser Phe Val Cys His Cys Gin 
995 1000 1005 

Leu Gly Tyr Met Val Arg Lys Gly Ala Thr Gly Cys Ser Asp Val Asp 
1010 1015 1020 

Glu Cys Glu Val Gly Gly His Asn Cys Asp Ser His Ala Ser Cys Leu 
1025 1030 1035 1040 

Asn He Pro Gly Ser Phe Ser Cys Arg Cys Leu Pro Gly Trp Val Gly 
1045 1050 1055 

Asp Gly Phe Glu Cys His Asp Leu Asp Glu Cys Val Ser Gin Glu His 
1060 1065 1070 

Arg Cys Ser Pro Arg Gly Asp Cys Leu Asn Val Pro Gly Ser Tyr Arg 
1075 1080 1085 



Cys Thr Cys Arg Gin Gly Phe Ala Gly Asp Gly Phe Phe Cys Glu Asp 
1090 1095 1100 
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Arg Asp Glu Cys Ala Glu Asn Val Asp Leu Cys Asp Asn Gly 
1105 1110 1115 



<210> 7 

<211> 439 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (2) . . (292) 

<400> 7 

t cac ggg aat aag cct ggg ccc gtc cct ttg att tec aac aag ate tgc 49 
His Gly Asn Lys Pro Gly Pro Val Pro Leu lie Ser Asn Lys lie Cys 
15 10 15 

aac cac agg gac gtg tac ggt ggc ate ate tec ccc tec' atg etc tgc 97 
Asn His Arg Asp Val Tyr Gly Gly lie lie Ser Pro Ser Met Leu Cys 
20 25 30 

gcg ggc tac ctg aeg ggt gge gtg gac age tgc cag ggg gac age ggg 145 
Ala Gly Tyr Leu Thr Gly Gly Val Asp Ser Cys Gin Gly Asp Ser Gly 
35 40 45 

ggg ccc ctg gtg tgt caa gag agg agg etg tgg aag tta gtg gga gcg 193 
Gly Pro Leu Val Cys Gin Glu Arg Arg Leu Trp Lys Leu Val Gly Ala 
50 55 60 

aee age ttt gge ate gge tgc gca gag gtg aac aag cct ggg gtg tac 241 
Thr Ser Phe Gly He Gly Cys Ala Glu Val Asn Lys Pro Gly Val Tyr 
65 70 75 80 

ace gtg tea cct cct tec tgg act gga tec aeg age aga tgg aga gag 289 
Thr Val Ser Pro Pro Ser Trp Thr Gly Ser Thr Ser Arg Trp Arg Glu 
85 90 95 

ace taaaaacctg aagaggaagg ggataagtag ceacetgagt teetgaggtg 342 
Thr 

atgaagaeag eccgatcete ccctggactc cegtgtagga aectgeacac gagcagacac 402 

ecttggaget etgagtteeg gcaccagtag caggeee 439 



<210> 8 
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<211> 97 
<212> PRT 

<213> Homo sapiens 
<400> 8 

His Gly Asn Lys Pro Gly Pro Val Pro Leu lie Ser Asn Lys lie Cys 
1 5 10 15 

Asn His Arg Asp Val Tyr Gly Gly lie lie Ser Pro Ser Met Leu Cys 
20 25 30 

Ala Gly Tyr Leu Thr Gly Gly Val Asp Ser Cys Gin Gly Asp Ser Gly 
35 40 45 

Gly Pro Leu Val Cys Gin Giu Arg Arg Leu Trp Lys Leu Val Gly Ala 
50 ( 55 60 

Thr Ser Phe Gly lie Gly Cys Ala Glu Val Asn Lys Pro Gly Val Tyr 
65 70 75 80 

Thr Val Ser Pro Pro Ser Trp Thr Gly Ser Thr Ser Arg Trp Arg Glu 
85 90 95 

Thr 



<210> 9 

<211> 410 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (3) . . (410) 

<400> 9 

tg tea ttg tec ttt tac eta tta tat ttt ttc ata etc tgt gaa aac 47 

Ser Leu Ser Phe Tyr Leu Leu Tyr Phe Phe lie Leu Cys Glu Asn 

15 10 15 

aaa tea gtt gee gga eta ace atg acc tat gat gga aat aat cca gtg 95 
Lys Ser Val Ala Gly Leu Thr Met Thr Tyr Asp Gly Asn Asn Pro Val 
20 25 30 

aca tct cat aga gat gtg cca ctt tct tat tgc aac tea gac tgc aat 143 
Thr Ser His Arg Asp Val Pro Leu Ser Tyr Cys Asn Ser Asp Cys Asn 



20 



35 



40 



45 



tgt gat gaa agt cag tgg gaa cca gtc tgt ggg aac aat gga ata act 191 
Cys Asp Glu Ser Gin Trp Glu Pro Val Cys Gly Asn Asn Gly lie Thr 
50 55 60 

tac ctg tea cct tgt eta gca gga tgc aaa tec tea agt ggt att aaa 239 
Tyr Leu Ser Pro Cys Leu Ala Gly Cys Lys Ser Ser Ser Gly lie Lys 
65 70 75 

aag eat aca gtg ttt tat aac tgt agt tgt gtg gaa gta act ggt etc 287 
Lys His Thr Val Phe Tyr Asn Cys Ser Cys Val Glu Val Thr Gly Leu 
80 85 90 95 

cag aac aga aat tac tea gcg cac ttg ggt gaa tgc cca aga gat aat 335 
Gin Asn Arg Asn Tyr Ser Ala His Leu Gly Glu Cys Pro Arg Asp Asn 
100 105 110 

act tgt aca agg aaa ttt ttc ate tat gtt gca att eaa gtc ata aac 383 
Thr Cys Thr Arg Lys Phe Phe He Tyr Val Ala He Gin Val He Asn 
115 120 125 

tet ttg tte tet gca aca gga ggt ace 410 
Ser Leu Phe Ser Ala Thr Gly Gly Thr 
130 135 



<210> 10 
<211> 136 
<212> PRT 

<213> Homo sapiens 
<400> 10 

Ser Leu Ser Phe Tyr Leu Leu Tyr Phe Phe lie Leu Cys Glu Asn Lys 
15 10 15 

Ser Val Ala Gly Leu Thr Met Thr Tyr Asp Gly Asn Asn Pro Val Thr 
20 25 30 

Ser His Arg Asp Val Pro Leu Ser Tyr Cys Asn Ser Asp Cys Asn Cys 
35 40 45 

Asp Glu Ser Gin Trp Glu Pro Val Cys Gly Asn Asn Gly lie Thr Tyr 
50 55 60 

Leu Ser Pro Cys Leu Ala Gly Cys Lys Ser Ser Ser Gly He Lys Lys 
65 70 75 80 
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His Thr Val Phe Tyr Asn Cys Ser Cys Val Glu Val Thr Gly Leu Gin 
85 90 95 



Asn Arg Asn Tyr Ser Ala His Leu Gly Glu Cys Pro Arg Asp Asn Thr 
100 105 110 

Cys Thr Arg Lys Phe Phe He Tyr Val Ala He Gin Val He Asn Ser 
115 120 125 

Leu Phe Ser Ala Thr Gly Gly Thr 
130 135 



<210> 11 

<211> 322 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (3) . . (320) 

<400> 11 

tg gca gcc ctg gag gag ccg atg gtg gac ctg gac ggc gag ctg cct 47 
Ala Ala Leu Glu Glu Pro Met Val Asp Leu Asp Gly Glu Leu Pro 
15 10 15 

ttc gtg egg ccc ctg ccc cac att gcc gtg etc cag gac gag etg ccg 95 
Phe Val Arg Pro Leu Pro His He Ala Val Leu Gin Asp Glu Leu Pro 
20 25 30 

caa etc ttc cag gat gac gac gtc ggg gee gat gag gaa gag gca gag 143 
Gin Leu Phe Gin Asp Asp Asp Val Gly Ala Asp Glu Glu Glu Ala Glu 
35 40 45 

ttg egg ggc gaa cac acg etc aca gag aag ttt gtc tgc ctg gat gac 191 
Leu Arg Gly Glu His Thr Leu Thr Glu Lys Phe Val Cys Leu Asp Asp 
50 55 60 

tec ttt ggc eat gac tge age ttg acc tgt gat gac tgc agg aae gga 239 
Ser Phe Gly His Asp Cys Ser Leu Thr Cys Asp Asp- Cys Arg Asn Gly 
65 70 75 

ggg acc tge etc ctg ggc etg gat ggc tgt gat tgc cce gag ggg tgg 287 
Gly Thr Cys Leu Leu Gly Leu Asp Gly Cys Asp Cys Pro Glu Gly Trp 
80 85 90 95 



22 



act ggg gtt att tgc aat gag att tgt 
Thr Gly Val lie Cys Asn Glu lie Cys 
100 



cct ccg ga 
Pro Pro 
105 



322 



<210> 12 
<211> 106 
<212> PRT 

<213> Homo sapiens 
<400> 12 

Ala Ala Leu Glu Glu Pro Met Val Asp Leu Asp Gly Glu Leu Pro Phe 
15 10 15 

Val Arg Pro Leu Pro His lie Ala Val Leu Gin Asp Glu Leu Pro Gin 
20 25 30 

Leu Phe Gin Asp Asp Asp Val Gly Ala Asp Glu Glu Glu Ala Glu Leu 
35 40 45 

Arg Gly Glu His Thr Leu Thr Glu Lys Phe Val Cys Leu Asp Asp Ser 
50 55 60 

Phe Gly His Asp Cys Ser Leu Thr Cys Asp Asp Cys Arg Asn Gly Gly 
65 70 75 80 

Thr Cys Leu Leu Gly Leu Asp Gly Cys Asp Cys Pro Glu Gly Trp Thr 
85 90 95 

Gly Val lie Cys Asn Glu lie Cys Pro Pro 
100 105 



<210> 13 

<211> 1332 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (2) . . (1306) 

<400> 13 

c gcc ttc atg ctg ccg gcg ggc tgc teg cgc egg ctg gtg gcc gag ctg 49 
Ala Phe Met Leu Pro Ala Gly Cys Ser Arg Arg Leu Val Ala Glu Leu 
15 10 15 
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cag ggc gcc ctg gac gcc tgc gca cag cga caa ttg caa ttg gag cag 97 
Gin Gly Ala Leu Asp Ala Cys Ala Gin Arg Gin Leu Gin Leu Glu Gin 
20 25 30 

age ctg cgc gtt tgc cgt egg ctg ctg cat gcc tgg gaa cca act ggg 145 
Ser Leu Arg Val Cys Arg Arg Leu Leu His Ala Trp Glu Pro Thr Gly 
35 40 45 

acc egg get ttg aag cca ect cca ggg cca gaa act aat gga gag gae 193 
Thr Arg Ala Leu Lys Pro Pro Pro Gly Pro Glu Thr Asn Gly Glu Asp 
50 55 60 

ccc ctt cca gca tgc aca cce agt cca caa gac etc aaa gag ttg gag 241 
Pro Leu Pro Ala Cys Thr Pro Ser Pro Gin Asp Leu Lys Glu Leu Glu 
65 70 75 80 

ttt ctg ace cag gca ctg gag aag get gta cga gtt cga aga ggc ate 289 
Phe Leu Thr Gin Ala Leu Glu Lys Ala Val Arg Val Arg Arg Gly lie 
85 90 95 

act aag gcc gaa gag aga gac aag gcc ccc age ctg aaa tct agg tec 337 
Thr Lys Ala Glu Glu Arg Asp Lys Ala Pro Ser Leu Lys Ser Arg Ser 
100 105 110 

att gte aec tct tct ggc aeg aca gee tec gcc cca ecg cat tec cca 385 
lie Val Thr Ser Ser Gly Thr Thr Ala Ser Ala Pro Pro His Ser Pro 
115 120 125 

ggc caa get ggt ggc cat get tea gac aeg aga ccc acc aag ggc etc 433 
Gly Gin Ala Gly Gly His Ala Ser Asp Thr Arg Pro Thr Lys Gly Leu 
130 135 140 

cgc cag aec aeg gtg cet gcc aag ggc eac ect gag cgc egg ctg ctg 481 
Arg Gin Thr Thr Val Pro Ala Lys Gly His Pro Glu Arg Arg Leu Leu 
145 150 155 160 

tea gtg ggg gat ggg acc cgt gtt ggg atg gga gcc cga acc ccc agg 529 
Ser Val Gly Asp Gly Thr Arg Val Gly Met Gly Ala Arg Thr Pro Arg 
165 170 175 

ect ggg gcg ggc etc agg gae cag caa atg gcc cca tec get get ect 577 
Pro Gly Ala Gly Leu Arg Asp Gin Gin Met Ala Pro Ser Ala Ala Pro 
180 185 190 

cag gcc cca gaa gee ttc aca etc aag gag aag ggg eac ctg ctg egg 625 
Gin Ala Pro Glu Ala Phe Thr Leu Lys Glu Lys Gly His Leu Leu Arg 
195 200 205 
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ctg cct gcg 
Leu Pro Ala 
210 

gcc cag etc 
Ala Gin Leu 
225 

gcc aaa acc 
Ala Lys Thr 



cag ccc agg 
Gin Pro Arg 



egg aag gcc 
Arg Lys Ala 
275 

gca gcc ccc 
Ala Ala Pro 
290 

gag ggg ctg 
Glu Gly Leu 
305 

ctg cgt gca 
Leu Arg Ala 



agg ccc ccc 
Arg Pro Pro 



tgg age ccc 
Trp Ser Pro 
355 

ctg gcg gcc 
Leu Ala Ala 
370 

ttg gaa aag 
Leu Glu Lys 
385 



gca ttc agg 
Ala Phe Arg 



agt tec aca 
Ser Ser Thr 
230 

cag ttc etc 
Gin Phe Leu 
245 

etc agt get 
Leu Ser Ala 
260 

tgc teg ctg 
Cys Ser Leu 



atg gac tgg 
Met Asp Trp 



cag gcc atg 
Gin Ala Met 
310 

gcg gtg gcg 
Ala Val Ala 
325 

gga gee teg 
Gly Ala Ser 
340 

cag ctg ctt 
Gin Leu Leu 



etc aag ctg 
Leu Lys Leu 



gtc ctg atg 
Val Leu Met 
390 



aaa gca get 
Lys Ala Ala 
215 

cag ace agt 
Gin Thr Ser 



cag aac atg 
Gin Asn Met 



gtg gag gtg 
Val Glu Val 
265 

ctg aga ctg 
Leu Arg Leu 
280 

atg cag gag 
Met Gin Glu 
295 

gtg ggc cag 
Val Gly Gin 



gaa cag cea 
Glu Gin Pro 



ccg tec tgt 
Pro Ser Cys 
345 

gtc tac toe 
Val Tyr Ser 
360 

ega gtg get 
Arg Val Ala 
375 

get gaa etc 
Ala Glu Leu 



tec cag aac 
Ser Gin Asn 
220 

gat tee aeg 
Asp Ser Thr 
235 

cag aca get 
Gin Thr Ala 
250 

gag gcg gag 
Glu Ala Glu 



cge atg agg 
Arg Met Arg 

tac cgc tgc 
Tyr Arg Cys 
300 

tgt ctg cae 
Cys Leu His 
315 

cea aga cea 
Pro Arg Pro 
330 

ggg ggt aga 
Gly Gly Arg 



age ace cag 
Ser Thr Gin 



gtg ctg gac 
Val Leu Asp 
380 

etc ccc ctg 
Leu Pro Leu 
395 



teg age ctg 
Ser Ser Leu 



gat gee gcc 
Asp Ala Ala 



tea ggc ggg 
Ser Gly Gly 
255 

gcg ggg cgc 
Ala Gly Arg 
270 

gag gag etc 
Glu Glu Leu 
285 

ctg etc aeg 
Leu Leu Thr 



agg ctg cag 
Arg Leu Gin 



tgt cct gtg 
Cys Pro Val 
335 

gcg gag cct 
Ala Glu Pro 
350 

gag ctg cag 
Glu Leu Gin 

365 

cag cag ate 
Gin Gin He 



gta age get 
Val Ser Ala 



tgg 673 
Trp 



get 721 

Ala 

240 

ccc 769 
Pro 



ctg 817 
Leu 



tea 865 
Ser 



ctg 913 
Leu 



gag 961 

Glu 

320 

ggg 1009 
Gly 



gca 1057 
Ala 



acc 1105 
Thr 



cac 1153 
His 



gca 1201 

Ala 

400 
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cag ccg cag ggg ccg ccc tgg ctg gcc ctg tgc egg get gtg eac age 124 9 
Gin Pro Gin Gly Pro Pro Trp Leu Ala Leu Cys Arg Ala Val His Ser 
405 410 415 



etg ete tgc gag gga gga gca egt gtc ctt aec ate etg egg gat gaa 1297 
Leu Leu Cys Glu Gly Gly Ala Arg Val Leu Thr lie Leu Arg Asp Glu 
420 425 430 

cet gca gtc tgagecttte ccatgetgcc cteggc 1332 
Pro Ala Val 
435 



<210> 14 
<211> 435 
<212> PRT 

<213> Homo sapiens 
<400> 14 

Ala Phe Met Leu Pro Ala Gly Cys Ser Arg Arg Leu Val Ala Glu Leu 
15 10 15 

Gin Gly Ala Leu Asp Ala Cys Ala Gin Arg Gin Leu Gin Leu Glu Gin 
20 25 30 

Ser Leu Arg Val Cys Arg Arg Leu Leu His Ala Trp Glu Pro Thr Gly 
35 40 45 

Thr Arg Ala Leu Lys Pro Pro Pro Gly Pro Glu Thr Asn Gly Glu Asp 
50 55 60 

Pro Leu Pro Ala Cys Thr Pro Ser Pro Gin Asp Leu Lys Glu Leu Glu 
65 • 70 75 80 

Phe Leu Thr Gin Ala Leu Glu Lys Ala Val Arg Val Arg Arg Gly He 
85 90 95 

Thr Lys Ala Glu Glu Arg Asp Lys Ala Pro Ser Leu Lys Ser Arg Ser 
100 105 110 

He Val Thr Ser Ser Gly Thr Thr Ala Ser Ala Pro Pro His Ser Pro 
115 120 125 

Gly Gin Ala Gly Gly His Ala Ser Asp Thr Arg Pro Thr Lys Gly Leu 
130 135 140 

Arg Gin Thr Thr Val Pro Ala Lys Gly His Pro Glu Arg Arg Leu Leu 
145 150 155 160 
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Ser Val Gly Asp Gly Thr Arg Val Gly Met Gly Ala Arg Thr Pro Arg 
165 . 170 . 175 



Pro Gly Ala Gly Leu Arg Asp Gin Gin Met Ala Pro Ser Ala Ala Pro 
180 185 190 

Gin Ala Pro Glu Ala Phe Thr Leu Lys Glu Lys Gly His Leu Leu Arg 
195 200 205 

Leu Pro Ala Ala Phe Arg Lys Ala Ala Ser Gin Asn Ser Ser Leu Trp 
210 215 220 

Ala Gin Leu Ser Ser Thr Gin Thr Ser Asp Ser Thr Asp Ala Ala Ala 
225 230 235 240 

Ala Lys Thr Gin Phe Leu Gin Asn Met Gin Thr Ala Ser Gly Gly Pro 
245 250 255 

Gin Pro Arg Leu Ser Ala Val Glu Val Glu Ala Glu Ala Gly Arg Leu 
260 265 270 

Arg Lys Ala Cys Ser Leu Leu Arg Leu Arg Met Arg Glu Glu Leu Ser 
275 280 285 

Ala Ala Pro Met Asp Trp Met Gin Glu Tyr Arg Cys Leu Leu Thr Leu 
290 295 300 

Glu Gly Leu Gin Ala Met Val Gly Gin Cys Leu His Arg Leu Gin Glu 
305 310 315 320 

Leu Arg Ala Ala Val Ala Glu Gin Pro Pro Arg Pro Cys Pro Val Gly 
325 330 335 

Arg Pro Pro Gly Ala Ser Pro Ser Cys Gly Gly Arg Ala Glu Pro Ala 
340 345 350 

Trp Ser Pro Gin Leu Leu Val Tyr Ser Ser Thr Gin Glu Leu Gin Thr 
355 360 365 

Leu Ala Ala Leu Lys Leu Arg Val Ala Val Leu Asp Gin Gin lie His 
370 375 380 

Leu Glu Lys Val Leu Met Ala Glu Leu Leu Pro Leu Val Ser Ala Ala 
385 390 395 400 



Gin Pro Gin Gly Pro Pro Trp Leu Ala Leu Cys Arg Ala Val His Ser 
405 410 415 
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Leu Leu Cys Glu Gly Gly Ala Arg Val Leu Thr lie Leu Arg Asp Glu 
420 425 430 



Pro Ala Val 
435 



<210> 15 

<211> 513 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (1) . . (510) 



<400> 15 

atg cag get caa cag tac cag cag cag cgt cga aaa ttt gca get gcc 48 
Met Gin Ala Gin Gin Tyr Gin Gin Gin Arg Arg Lys Phe Ala Ala Ala 
15 10 15 



ttc ttg gca ttc att ttc ata ctg gca get gtg gat act get gaa gca 96 
Phe Leu Ala Phe He Phe He Leu Ala Ala Val Asp Thr Ala Glu Ala 
20 25 30 



ggg aag aaa gag aaa cca gaa aaa aaa gtg aag aag tct gae tgt gga 144 
Gly Lys Lys Glu Lys Pro Glu Lys Lys Val Lys Lys Ser Asp Cys Gly 
35 40 45 



gaa tgg cag tgg agt gtg tgt gtg cec aec agt gga gae tgt ggg ctg 192 
Glu Trp Gin Trp Ser Val Cys Val Pro Thr Ser Gly Asp Cys Gly Leu 
50 55 60 



ggc aca egg gag ggc act egg act gga get gag tgc aag caa acc atg 
Gly Thr Arg Glu Gly Thr Arg Thr Gly Ala Glu Cys Lys Gin Thr Met 
65 70 75 80 



240 



aag acc cag aga tgt aag ate cec tgc aac tgg aag aag caa ttt ggc 
Lys Thr Gin Arg Cys Lys He Pro Cys Asn Trp Lys Lys Gin Phe Gly 
85 90 95 



288 



gcg gag tgc aaa tac eag ttc cag gcc tgg gga gaa tgt gae ctg aac 336 
Ala Glu Cys Lys Tyr Gin Phe Gin Ala Trp Gly Glu Cys Asp Leu Asn 
100 105 110 



aca gee ctg aag ace aga act gga agt ctg aag cga gcc ctg cac aat 384 
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Thr Ala 



Leu 
115 



Lys Thr Arg Thr Gly Ser Leu Lys Arg Ala Leu His Asn 
120 • 125 



gcc gaa tgc cag aag act gtc acc ate tec aag ccc tgt ggc aaa ctg 432 
Ala Glu Cys Gin Lys Thr Val Thr He Ser Lys Pro Cys Gly Lys Leu 
130 135 140 

acc aag ccc aaa cct caa ggt acc eta gaa ctt aaa gta aaa aaa aaa 480 
Thr Lys Pro Lys Pro Gin Gly Thr Leu Glu Leu Lys Val Lys Lys Lys 
145 150 155 160 

aaa aaa aaa aaa aat tct gag gag acc ttt tag 513 
Lys Lys Lys Lys Asn Ser Glu Glu Thr Phe 
' 165 170 



<210> 16 
<211> 170 
<212> PRT 

<213> Homo sapiens 
<400> 16 

Met Gin Ala Gin Gin Tyr Gin Gin Gin Arg Arg Lys Phe Ala Ala Ala 
15 10 15 

Phe Leu Ala Phe He Phe He Leu Ala Ala Val Asp Thr Ala Glu Ala 
20 25 30 

Gly Lys Lys Glu Lys Pro Glu Lys Lys Val Lys Lys Ser Asp Cys Gly 
35 40 45 

Glu Trp Gin Trp Ser Val Cys Val Pro Thr Ser Gly Asp Cys Gly Leu 
50 55 60 

Gly Thr Arg Glu Gly Thr Arg Thr Gly Ala Glu Cys Lys Gin Thr Met 
65 70 75 80 

Lys Thr Gin Arg Cys Lys He Pro Cys Asn Trp Lys Lys Gin Phe Gly 
85 90 95 

Ala Glu Cys Lys Tyr Gin Phe Gin Ala Trp Gly Glu Cys Asp Leu Asn 
100 105 110 

Thr Ala Leu Lys Thr Arg Thr Gly Ser Leu Lys Arg Ala Leu His Asn 
115 120 125 

Ala Glu Cys Gin Lys Thr Val Thr He Ser Lys Pro Cys Gly Lys Leu 
130 135 140 
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Thr Lys Pro Lys Pro Gin Gly Thr Leu Glu Leu Lys Val Lys Lys Lys 
145 150 155 160 

Lys Lys Lys Lys Asn Ser Glu Glu Thr Phe 
165 170 



<210> 17 

<211> 432 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (16) . . (297) 

<400> 17 

cgaagggctt tcaca atg eta ggt gtg gtc tgg ctg gtg gca gtc ate gta 51 

Met Leu Gly Val Val Trp Leu Val Ala Val He Val 
15 10 

gga tea ccc atg tgg cac gtg eaa caa ett gag ate aaa tat gae ttc 99 
Gly Ser Pro Met Trp His Val Gin Gin Leu Glu He Lys Tyr Asp Phe 

15 20 25 

eta tat gaa aag gaa cac ate tge tgc tta gaa gag tgg ace age ect 147 
Leu Tyr Glu Lys Glu His lie Cys Cys Leu Glu Glu Trp Thr Ser Pro 
30 35 40 

gtg cac cag aag ate tae aee ace tte ate ett gte ate etc ttc etc 195 
Val His Gin Lys He Tyr Thr Thr Phe He Leu Val He Leu Phe Leu 
45 50 55 60 

ctg cet ett atg gaa gaa gaa aeg age tgt eat tat gat ggt gae agt 243 
Leu Pro Leu Met Glu Glu Glu Thr Ser Cys His Tyr Asp Gly Asp Ser 
65 70 75 

ggt ggc tct ett tge tgt gtg ctg gge ace att eea tgt tgt eca tat 291 
Gly Gly Ser Leu Cys Cys Val Leu Gly Thr He Pro Cys Cys Pro Tyr 
80 85 90 

gat gat tgaataeagt aattttgaaa aggaatatga tgatgtcaca ateaagatga 347 
Asp Asp 

tttttgetat egtgeaaatt attggatttt ceaaeteeat ctgtaatccc attgtctatg 407 



30 



catttatgaa tgaaaacttc aaaaa 



432 



<210> 18 
<211> 94 
<212> PRT 

<213> Homo sapiens 
<400> 18 

Met Leu Gly Val Val Trp Leu Val Ala Val He Val Gly Ser Pro Met 
15 10 15 

Trp His Val Gin Gin Leu Glu He Lys Tyr Asp Phe Leu Tyr Glu Lys 
20 25 30 

Glu His He Cys Cys Leu Glu Glu Trp Thr Ser Pro Val His Gin Lys 
35 40 45 

He Tyr Thr Thr Phe He Leu Val He Leu Phe Leu Leu Pro Leu Met 
50 55 60 

Glu Glu Glu Thr Ser Cys His Tyr Asp Gly Asp Ser Gly Gly Ser Leu 
65 70 75 80 

Cys Cys Val Leu Gly Thr He Pro Cys Cys Pro Tyr Asp Asp 
85 90 



<210> 19 

<211> 1425 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (31) . . (1395) 

<400> 19 

ctcctgggga gacgcagcca cttgcccgcc atg gat act ccc agg gtc ctg etc 54 

Met Asp Thr Pro Arg Val Leu Leu 
1 5 

teg gcc gtc ttc etc ate agt ttt ctg tgg gat ttg eee ggt ttc cag 102 
Ser Ala Val Phe Leu He Ser Phe Leu Trp Asp Leu Pro Gly Phe Gin 
10 15 20 

cag get tec ate tea tec tee tgt teg tec gee gag ctg ggt tee ace 150 
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Gin Ala Ser He Ser Ser Ser Cys Ser Ser Ala Glu Leu Gly Ser Thr 
25 30 35 40 



aag ggc atg cga age cgc aag gaa ggc aag atg cag egg gcg ccg cgc 198 
Lys Gly Met Arg Ser Arg Lys Glu Gly Lys Met Gin Arg Ala Pro Arg 
45 50 55 

gac agt gac gcg ggc egg gag ggc eag gaa eca eag ccg egg cet eag 24 6 
Asp Ser Asp Ala Gly Arg Glu Gly Gin Glu Pro Gin Pro Arg Pro Gin 
60 65 70 

gac gaa eee egg get cag eag eee egg gcg eag gag eeg eca ggc agg 294 
Asp Glu Pro Arg Ala Gin Gin Pro Arg Ala Gin Glu Pro Pro Gly Arg 
75 80 85 

ggt eeg cgc gtg gtg eee cac gag tac atg ctg tea ate tac agg act 342 
Gly Pro Arg Val Val Pro His Glu Tyr Met Leu Ser He Tyr Arg Thr 
90 95 100 

tae tec ate get gag aag etg gge ate aat gee age ttt tte eag tet 390 
Tyr Ser He Ala Glu Lys Leu Gly He Asn Ala Ser Phe Phe Gin Ser 
105 110 115 120 

tee aag teg get aat aeg ate aec age ttt gta gac agg gga eta gac 438 
Ser Lys Ser Ala Asn Thr He Thr Ser Phe Val Asp Arg Gly Leu Asp 
125 130 135 

gat etc teg cac act cet etc egg aga cag aag tat ttg ttt gat gtg 486 
Asp Leu Ser His Thr Pro Leu Arg Arg Gin Lys Tyr Leu Phe Asp Val 
140 145 150 

tec atg etc tea gac aaa gaa gag etg gtg ggc geg gag etg egg etc 534 
Ser Met Leu Ser Asp Lys Glu Glu Leu Val Gly Ala Glu Leu Arg Leu 
155 160 165 

ttt cge eag gcg eee tea gcg eee tgg ggg eca eca gee ggg ccg etc 582 
Phe Arg Gin Ala Pro Ser Ala Pro Trp Gly Pro Pro Ala Gly Pro Leu 
170 175 180 

eae gtg cag etc ttc cet tge ett teg eee eta etg etg gac gcg egg 630 
His Val Gin Leu Phe Pro Cys Leu Ser Pro Leu Leu Leu Asp Ala Arg 
185 190 195 200 

aec etg gac eeg eag ggg geg ccg eeg gee ggc tgg gaa gtc tte gac 678 
Thr Leu Asp Pro Gin Gly Ala Pro Pro Ala Gly Trp Glu Val Phe Asp 
205 210 215 

gtg tgg cag ggc etg cge eae eag eee tgg aag cag etg tge ttg gag 726 
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Val Trp Gin Gly Leu Arg His Gin Pro Trp Lys Gin Leu Cys Leu Glu 
220 225 230 



ctg egg gcc gca tgg ggc gag ctg gac gcc ggg gag gcc gag gcg cgc 774 
Leu Arg Ala Ala Trp Gly Glu Leu Asp Ala Gly Glu Ala Glu Ala Arg 
235 240 245 

gcg egg gga ccc cag caa ccg ccg ccc ecg gac ctg egg agt ctg ggc 822 
Ala Arg Gly Pro Gin Gin Pro Pro Pro Pro Asp Leu Arg Ser Leu Gly 
250 255 260 

ttc ggc egg agg gtg egg eet ccc cag gag egg gee ctg ctg gtg gta 870 
Phe Gly Arg Arg Val Arg Pro Pro Gin Glu Arg Ala Leu Leu Val Val 
265 270 275 280 

ttc ace aga tec cag cgc aag aac ctg ttc gca gag atg ege gag cag 918 
Phe Thr Arg Ser Gin Arg Lys Asn Leu Phe Ala Glu Met Arg Glu Gin 
285 290 295 

ctg ggc teg gcc gag get gcg ggc ceg ggc gcg ggc gee gag ggg teg 966 
Leu Gly Ser Ala Glu Ala Ala Gly Pro Gly Ala Gly Ala Glu Gly Ser 
300 305 310 

tgg ccg eeg ceg teg ggc gcc ceg gat gee agg cet tgg ctg ecc teg 1014 
Trp Pro Pro Pro Ser Gly Ala Pro Asp Ala Arg Pro Trp Leu Pro Ser 
315 320 325 

ccc ggc cgc egg egg egg cgc acg gee ttc gee agt ege cat ggc aag 1062 
Pro Gly Arg Arg Arg Arg Arg Thr Ala Phe Ala Ser Arg His Gly Lys 
330 335 340 

egg cac ggc aag aag tec agg eta cgc tge age aag aag ccc ctg cac 1110 
Arg His Gly Lys Lys Ser Arg Leu Arg Cys Ser Lys Lys Pro Leu His 
345 350 355 360 

gtg aac ttc aag gag ctg ggc tgg gac gac tgg att ate gcg ecc ctg 1158 
Val Asn Phe Lys Glu Leu Gly Trp Asp Asp Trp lie lie Ala Pro Leu 
365 370 375 

gag tac gag gee tat cac tge gag ggt gta tge gac ttc ccg ctg cgc 1206 
Glu Tyr Glu Ala Tyr His Cys Glu Gly Val Cys Asp Phe Pro Leu Arg 
380 385 390 

teg cac ctg gag ccc ace aac cac gee ate ate cag acg ctg atg aac 1254 
Ser His Leu Glu Pro Thr Asn His Ala lie He Gin Thr Leu Met Asn 
395 400 405 

tec atg gac eee ggc tec ace ccg ccc age tge tge gtg ccc ace aaa 1302 
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Ser Met Asp Pro Gly Ser Thr Pro Pro 
410 415 

ttg act ccc ate age att eta tae ate 
Leu Thr Pro lie Ser lie Leu Tyr lie 
425 430 

tac aag eag tae gag gae atg gtg gtg 
Tyr Lys Gin Tyr Glu Asp Met Val Val 
445 

tagcggtgee ttteeegeeg ccttggeecg 



Ser Cys Cys Val Pro Thr Lys 
420 

gae geg gge aat aat gtg gtc 1350 
Asp Ala Gly Asn Asn Val Val 
435 440 

gag teg tge gge tge agg 1395 
Glu Ser Cys Gly Cys Arg 
450 455 

1425 



<210> 20 
<211> 455 
<212> PRT 

<213> Homo sapiens 
<400> 20 

Met Asp Thr Pro Arg Val Leu Leu Ser Ala Val Phe Leu lie Ser Phe 
15 10 15 

Leu Trp Asp Leu Pro Gly Phe Gin Gin Ala Ser lie Ser Ser Ser Cys 
20 25 30 

Ser Ser Ala Glu Leu Gly Ser Thr Lys Gly Met Arg Ser Arg Lys Glu 
35 40 45 

Gly Lys Met Gin Arg Ala Pro Arg Asp Ser Asp Ala Gly Arg Glu Gly 
50 55 60 

Gin Glu Pro Gin Pro Arg Pro Gin Asp Glu Pro Arg Ala Gin Gin Pro 
65 70 75 80 

Arg Ala Gin Glu Pro Pro Gly Arg Gly Pro Arg Val Val Pro His Glu 
85 90 95 

Tyr Met Leu Ser lie Tyr Arg Thr Tyr Ser He Ala Glu Lys Leu Gly 
100 105 110 

He Asn Ala Ser Phe Phe Gin Ser Ser Lys Ser Ala Asn Thr He Thr 
115 120 125 

Ser Phe Val Asp Arg Gly Leu Asp Asp Leu Ser His Thr Pro Leu Arg 
130 135 140 

Arg Gin Lys Tyr Leu Phe Asp Val Ser Met Leu Ser Asp Lys Glu Glu 



34 



145 



150 



155 



160 



Leu Val Gly Ala 



Trp Gly Pro Pro 
180 

Ser Pro Leu Leu 
195 

Pro Ala Gly Trp 
210 

Pro Trp Lys Gin 

225 

Asp Ala Gly Glu 



Pro Pro Asp Leu 
260 

Gin Glu Arg Ala 
275 

Leu Phe Ala Glu 

290 

Pro Gly Ala Gly 
305 

Asp Ala Arg Pro 



Ala Phe Ala Ser 
340 

Arg Cys Ser Lys 
355 

Asp Asp Trp lie 
370 

Gly Val Cys Asp 
385 

Ala He He Gin 



Glu Leu Arg Leu 
165 

Ala Gly Pro Leu 



Leu Asp Ala Arg 
200 

Glu Val Phe Asp 
215 

Leu Cys Leu Glu 
230 

Ala Glu Ala Arg 
245 

Arg Ser Leu Gly 



Leu Leu Val Val 
280 

Met Arg Glu Gin 

295 

Ala Glu Gly Ser 
310 

Trp Leu Pro Ser 
325 

Arg His Gly Lys 



Lys Pro Leu His 
360 

lie Ala Pro Leu 
375 

Phe Pro Leu Arg 
390 

Thr Leu Met Asn 



Phe Arg Gin Ala 
170 

His Val Gin Leu 
185 

Thr Leu Asp Pro 



Val Trp Gin Gly 
220 

Leu Arg Ala Ala 
235 

Ala Arg Gly Pro 
250 

Phe Gly Arg Arg 
265 

Phe Thr Arg Ser 



Leu Gly Ser Ala 
300 

Trp Pro Pro Pro 
315 

Pro Gly Arg Arg 
330 

Arg His Gly Lys 
345 

Val Asn Phe Lys 



Glu Tyr Glu Ala 
380 

Ser His Leu Glu 
395 

Ser Met Asp Pro 



Pro Ser Ala Pro 
175 

Phe Pro Cys Leu 
190 

Gin Gly Ala Pro 

205 

Leu Arg His Gin 



Trp Gly Glu Leu 

240 

Gin Gin Pro Pro 

255 

Val Arg Pro Pro 
270 

Gin Arg Lys Asn 
285 

Glu Ala Ala Gly 



Ser Gly Ala Pro 
320 

Arg Arg Arg Thr 
335 

Lys Ser Arg Leu 
350 

Glu Leu Gly Trp 
365 

Tyr His Cys Glu 



Pro Thr Asn His 
400 

Gly Ser Thr Pro 
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405 



410 



415 



Pro Ser Cys Cys Val Pro Thr Lys 
420 

He Asp Ala Gly Asn Asn Val Val 
435 440 

Val Glu Ser Cys Gly Cys Arg 
450 455 



Leu Thr Pro He Ser He Leu Tyr 
425 430 

Tyr Lys Gin Tyr Glu Asp Met Val 
445 



<210> 21 

<211> 1852 

<212> DNA 

<213> Homo sapiens 

<400> 21 

cggatgactc ccgagaaggt gagcccctca cccacatgct aagagcccct tctgggccac 60 
ccagatccat ctccgcactg cctgggtctc tgagtttcag gctccccctg agagcctggg 120 
tggccctgga ccctgccagc ctggggcttg ggcttttgtc cccttggggc cttgagtgtg 180 
gccagggctc tggcgattgt gtggtgacag aagccatgtc tgcaacgcct gccatccgca 240 
gacgtgaatg agtgtgcaga gaaccctggc gtctgcacta acggcgtctg tgtcaacacc 300 
gatggatcct tccgctgtga gtgtcccttt ggctacagcc tggacttcac tggcatcaac 360 
tgtgtggaca cagacgagtg ctctgtcggc cacccctgtg ggcaagggac atgcaccaat 420 
gtcatcggag gcttcgaatg tgcctgtgct gacggctttg agcctggcct catgatgacc 480 
tgcgaggaca tcgacgaatg ctccctgaac ccgctgctct gtgccttccg ctgccacaat 540 
accgagggct cctacctgtg cacctgtcca gccggctaca ccctgcggga ggacggggcc 600 
atgtgtcgag atgtggacga gtgtgcagat ggtcagcagg actgccacgc ccggggcatg 660 
gagtgcaaga acctcatcgg taccttcgcg tgcgtctgtc ccccaggcat gcggcccctg 720 
cctggctctg gggagggctg cacagatgac aatgaatgcc acgctcagcc tgacctctgt 780 
gtcaacggcc gctgtgtcaa caccgcgggc agcttccggt gcgactgtga tgagggattc 840 
cagcccagcc ccacccttac cgagtgccac gacatccggc aggggccctg ctttgccgag 900 
gtgctgcaga ccatgtgccg gtctctgtcc agcagcagtg aggctgtcac cagggccgag 960 
tgctgctgtg ggggtggccg gggctggggg ccccgctgcg agctctgtcc cctgcccggc 1020 
acctctgcct acaggaagct gtgcccccat ggctcaggct acactgctga gggccgagat 1080 
gtagatgaat gccgtatgct tgctcacctg tgtgctcatg gggagtgcat caacagcctt 1140 
ggctccttcc gctgccactg tcaggccggg tacacaccgg atgctactgc tactacctgc 1200 
ctggatatgg atgagtgcag ccaggtcccc aagccatgta ccttcctctg caaaaacacg 1260 
aagggcagtt tcctgtgcag ctgtccccga ggctacctgc tggaggagga tggcaggacc 1320 
tgcaaagacc tggacgaatg cacctcccgg cagcacaact gtcagttcct ctgtgtcaac 1380 
actgtgggcg ccttcacctg ccgctgtcca cccggcttca cccagcacca ccaggcctgc 1440 
ttcgacaatg atgagtgctc agcccagcct ggcccatgtg gtgcccacgg gcactgccac 1500 
aacaccccgg gcagcttccg ctgtgaatgc caccaaggct tcaccctggt cagctcaggc 1560 
catggctgtg aagatgtgaa tgaatgtgat gggccccacc gctgccagca tggctgtcag 1620 
aaccagctag ggggctaccg ctgcagctgc ccccagggtt tcacccagca ctcccagtgg 1680 
gcccagtgtg tgggtgagtg aaaagggctg ggaagaagct gggccctcca ccagaatctg 1740 



36 



ctcagagcag gcgactaaca gacgccaccc tgcaagatga tgtgacaagc acaattatct 1800 
aaagattgaa caggccagcc cagaagatga gaatgagtgt gccctgtcgc cc 1852 



<210> 22 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: For Ag 390 
primer 

<400> 22 

accaatgtca tcggaggctt 20 



<210> 23 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Rev Ag 390 
primer 

<400> 23 

gatgtcctcg caggtcatca t 21 



<210> 24 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Probe Ag390 
primer 

<400> 24 

tcaaagccgt cagcacaggc aca 23 



<210> 25 

<211> 379 

<212> DNA 

<213> Homo sapiens 
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<400> 25 

ggagggcctg tgattctact gcaggcaggc 
aatgcgaagc ctgctgccac catcatctgg 
gtggccagca cggaattgct gaaggatggg 
attaacccca cggacctgga catagggcgt 
atccctagtg gcaaggagac ttccatcgag 
ctgtccattg agccacagac ggggcaggag 
acagccaacc ccgagatct 



accccccaca acctcacatg ccgggccttc 60 
ttccgggacg ggacgcagca ggagggcgct 120 
aagagggaga ccaccgtgag ccaactgctt 180 
gtcttcactt gccgaagcat gaacgaagcc 240 
ctggatgtgc accaccctcc tacagtgacc 300 
ggtgagcgtg ttgtctttac ctgccaggcc 360 

379 



<210> 26 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Forward Ag 271 
primer 

<400> 26 

acctggacat agggcgtgtc t 21 



<210> 27 
<211> 20 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : Reverse Ag 271 
primer 

<400> 27 

tcgatggaag tctccttgcc 20 



<210> 28 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Probe Ag 271 
primer 

<400> 28 

cgaagcatga acgaagccat ccctag 26 
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<210> 29 
<211> 234 
<212> DNA 

<213> Homo sapiens 
<400> 29 

tccaatctca catgcacgca cagccggcct gaggcgtcca gcatcaggcc ctctggacac 60 
tcacagcgga aagacccagc agtgttgacg caacgcccgt tgggacagac tcccgggaag 120 
gactcacact cgttcacatc atcgcaggtg acacccgtca tccgggcaaa gccccgggca 180 
caggcagggt cgatctcgca gcgttcgcag gggctccccc aggctgcccc gagg 234 



<210> 30 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Forward Ag 72 
primer 

<400> 30 

cggaaagacc cagcagtgtt 20 



<210> 31 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Reverse Ag 72 
primer 

<400> 31 

atgatgtgaa cgagtgtgag tcctt 25 



<210> 32 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Probe Ag 72 
primer 
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<400> 32 
cgcccgttgg 



gacagactcc 



c 



21 



<210> 33 

<211> 439 

<212> DNA 

<213> Homo sapiens 

<400> 33 

tcacgggaat aagcctgggc ccgtcccttt gatttccaac aagatctgca accacaggga 60 
cgtgtacggt ggcatcatct ccccctccat gctctgcgcg ggctacctga cgggtggcgt 120 
ggacagctgc cagggggaca gcggggggcc cctggtgtgt caagagagga ggctgtggaa 180 
gttagtggga gcgaccagct ttggcatcgg ctgcgcagag gtgaacaagc ctggggtgta 240 
caccgtgtca cctccttcct ggactggatc cacgagcaga tggagagaga cctaaaaacc 300 
tgaagaggaa ggggataagt agccacctga gttcctgagg tgatgaagac agcccgatcc 360 
tcccctggac tcccgtgtag gaacctgcac acgagcagac acccttggag ctctgagttc 420 
cggcaccagt agcaggccc 439 



<210> 34 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Forward Ag 248 
primer 

<400> 34 

tttccaacaa gatctgcaac ca 22 



<210> 35 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Reverse Ag 248 
primer 

<400> 35 

aggtagcccg cgcagag 17 



<210> 36 
<211> 24 



40 



<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Probe Ag 248 
primer 

<400> 36 

cgtgtacggt ggcatcatct cccc 24 



<210> 37 
<211> 410 
<212> DNA 

<213> Homo sapiens 
<400> 37 

tgtcattgtc cttttaccta ttatattttt tcatactctg tgaaaacaaa tcagttgccg 60 
gactaaccat gacctatgat ggaaataatc cagtgacatc tcatagagat gtgccacttt 120 
cttattgcaa ctcagactgc aattgtgatg aaagtcagtg ggaaccagtc tgtgggaaca 180 
atggaataac ttacctgtca ccttgtctag caggatgcaa atcctcaagt ggtattaaaa 240 
agcatacagt gttttataac tgtagttgtg tggaagtaac tggtctccag aacagaaatt 300 
actcagcgca cttgggtgaa tgcccaagag ataatacttg tacaaggaaa tttttcatct 360 
atgttgcaat tcaagtcata aactctttgt tctctgcaac aggaggtacc 410 



<210> 38 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Forward Ag 287 
primer 

<400> 38 

aactcagact gcaattgtga tgaaa 25 



<210> 39 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Reverse Ag 287 
primer 
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<400> 39 

ctagacaagg tgacaggtaa gttattcc 



28 



<210> 40 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Probe Ag 287 
primer 

<400> 40 

ttgttcccac agactggttc ccactgt 27 



<210> 41 

<211> 322 

<212> DNA 

<213> Homo sapiens 

<400> 41 

tggcagccct ggaggagccg atggtggacc tggacggcga gctgcctttc gtgcggcccc 60 

tgccccacat tgccgtgctc caggacgagc tgccgcaact cttccaggat gacgacgtcg 120 

gggccgatga ggaagaggca gagttgcggg gcgaacacac gctcacagag aagtttgtct 180 

gcctggatga ctcctttggc catgactgca gcttgacctg tgatgactgc aggaacggag 240 

ggacctgcct cctgggcctg gatggctgtg attgccccga ggggtggact ggggttattt 300 
gcaatgagat ttgtcctccg ga 322 



<210> 42 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Forward Ag 252 
primer 

<400> 42 

gagctgccgc aactcttcc . 19 



<210> 43 

<211> 24 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : Reverse Ag 252 
primer 

<400> 43 

gacaaacttc tctgtgagcg tgtg 24 



<210> 44 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Probe Ag 252 
primer 

<400> 44 

cgcaactctg cctcttcctc atcgg 25 



<210> 45 

<211> 1332 

<212> DNA 

<213> Homo sapiens 



<400> 45 

cgccttcatg ctgccggcgg gctgctcgcg ccggctggtg gccgagctgc agggcgccct 60 
ggacgcctgc gcacagcgac aattgcaatt ggagcagagc ctgcgcgttt gccgtcggct 120 
gctgcatgcc tgggaaccaa ctgggacccg ggctttgaag ccacctccag ggccagaaac 180 
taatggagag gacccccttc cagcatgcac acccagtcca caagacctca aagagttgga 240 
gtttctgacc caggcactgg agaaggctgt acgagttcga agaggcatca ctaaggccga 300 
agagagagac aaggccccca gcctgaaatc taggtccatt gtcacctctt ctggcacgac 360 
agcctccgcc ccaccgcatt ccccaggcca agctggtggc catgcttcag acacgagacc 420 
caccaagggc ctccgccaga ccacggtgcc tgccaagggc caccctgagc gccggctgct 480 
gtcagtgggg gatgggaccc gtgttgggat gggagcccga acccccaggc ctggggcggg 540 
cctcagggac cagcaaatgg ccccatccgc tgctcctcag gccccagaag ccttcacact 600 
caaggagaag gggcacctgc tgcggctgcc tgcggcattc aggaaagcag cttcccagaa 660 
ctcgagcctg tgggcccagc tcagttccac acagaccagt gattccacgg atgccgccgc 720 
tgccaaaacc cagttcctcc agaacatgca gacagcttca ggcgggcccc agcccaggct 780 
cagtgctgtg gaggtggagg cggaggcggg gcgcctgcgg aaggcctgct cgctgctgag 840 
actgcgcatg agggaggagc tctcagcagc ccccatggac tggatgcagg agtaccgctg 900 
cctgctcacg ctggaggggc tgcaggccat ggtgggccag tgtctgcaca ggctgcagga 960 
gctgcgtgca gcggtggcgg aacagccacc aagaccatgt cctgtgggga ggccccccgg 1020 
agcctcgccg tcctgtgggg gtagagcgga gcctgcatgg agcccccagc tgcttgtcta 1080 
ctccagcacc caggagctgc agaccctggc ggccctcaag ctgcgagtgg ctgtgctgga 1140 
ccagcagatc cacttggaaa aggtcctgat ggctgaactc ctccccctgg taagcgctgc 1200 
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acagccgcag gggccgccct ggctggccct 
gggaggagca cgtgtcctta ccatcctgcg 
gctgccctcg gc 



gtgccgggct gtgcacagcc tgctctgcga 1260 
ggatgaacct gcagtctgag cctttcccat 1320 

1332 



<210> 46 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Forward Abl6 
Primer 

<400> 46 

ggcattcagg aaagcagctt 20 



<210> 47 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Reverse Abl6 
Primer 

<400> 47 

gcatccgtgg aatcactggt 20 



<210> 48 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Probe Abl6 
Primer 

<400> 48 

tgggcccagc tcagttccac aca 23 



<210> 49 
<211> 513 
<212> DNA 

<213> Homo sapiens 
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<400> 49 

atgcaggctc aacagtacca gcagcagcgt cgaaaatttg cagctgcctt cttggcattc 60 

attttcatac tggcagctgt ggatactgct gaagcaggga agaaagagaa accagaaaaa 120 

aaagtgaaga agtctgactg tggagaatgg cagtggagtg tgtgtgtgcc caccagtgga 180 

gactgtgggc tgggcacacg ggagggcact cggactggag ctgagtgcaa gcaaaccatg 240 

aagacccaga gatgtaagat cccctgcaac tggaagaagc aatttggcgc ggagtgcaaa 300 

taccagttcc aggcctgggg agaatgtgac ctgaacacag ccctgaagac cagaactgga 360 

agtctgaagc gagccctgca caatgccgaa tgccagaaga ctgtcaccat ctccaagccc 420 

tgtggcaaac tgaccaagcc caaacctcaa ggtaccctag aacttaaagt aaaaaaaaaa 480 

aaaaaaaaaa aaaattctga ggagaccttt tag 513 



<210> 50 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Forward Ag 177 
Primer 

<400> 50 

ccctgcacaa tgccgaat 18 



<210> 51 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Forward Ag 177 
Primer 

<400> 51 

tgaggtttgg gcttggtcag 20 



<210> 52 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Forward Ag 177 
Primer 
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<400> 52 
caccatctcc 



aagccctgtg 



gcaa 



24 



<210> 53 
<211> 432 
<212> DNA 

<213> Homo sapiens 
<400> 53 

tttttgaagt tttcattcat aaatgcatag acaatgggat tacagatgga gttggaaaat 60 
ccaataattt gcacgatagc aaaaatcatc ttgattgtga catcatcata ttccttttca 120 
aaattactgt attcaatcat catatggaca acatggaatg gtgcccagca cacagcaaag 180 
agagccacca ctgtcaccat cataatgaca gctcgtttct tcttccataa gaggcaggag 240 
gaagaggatg acaaggatga aggtggtgta gatcttctgg tgcacagggc tggtccactc 300 
ttctaagcag cagatgtgtt ccttttcata taggaagtca tatttgatct caagttgttg 360 
cacgtgccac atgggtgatc ctacgatgac tgccaccagc cagaccacac ctagcattgt 420 
gaaagccctt eg 432 



<210> 54 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Forward GPCR 13 
Primer 

<400> 54 

atggaatggt gcccagca 18 



<210> 55 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Reverse GPCR 
13 Primer 

<400> 55 

tggaagaaga aacgagctgt ca 22 



<210> 56 
<211> 27 
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<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : Probe GPCR 13 
Primer 

<400> 56 

cagcaaagag agccaccact gtcacca 27 

<210> 57 

<211> 102 

<212> DNA ^ 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . (2) 

<223> Wherein n is a or t or g or c. 
<220> 

<221> misc_feature 
<222> (101) . . (102) 

<223> Wherein n is t or a or g or c. 
<400> 57 

nngacttact ccatcgctga gaagctgggc atcaatgcca gctttttcca gtcttccaag 60 
tcggctaata cgatcaccag ctttgtagac aggggactag nn 102 

<210> 58 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Forward Ag 191 
Primer 

<400> 58 

gacttactcc atcgctgaga agct 24 

<210> 59 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence : Reverse Ag 191 
Primer 

<400> 59 

gctggtgatc gtattagccg a 21 



<210> 60 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Probe Ag 191 
Primer 

<400> 60 

catcaatgcc agctttttcc agtcttcc 28 



<210> 61 
<211> 238 
<212> DNA 

<213> Mus musculus 



<220> 

<221> misc_feature 

<222> (104) 

<223> Wherein n is t or a or g or c. 



<400> 61 

tcaacactga tggatctttc cgatgtgagt gtccaatggg ctacaacctg gattacactg 60 
gagtccggtg tgtggacact gacgagtgct ccatcggcaa cccntgcggg aacgggacat 120 
gcaccaacgt gatcgggtgc ttcgaatgca cctgcaacga aggctttgag ccggggccca 180 
tgatgaactg cgaagacatc aacgagtgtg cccagaaccc gctgctctgt gctttccg 238 



<210> 62 

<211> 197 

<212> DNA 

<213> Mus musculus 



<400> 62 

aagccatgca acttcatctg caagaacacc 
gggtacgtcc tgcaggagga cggaaagacg 
cagcacaact gccagttcct ctgtgtcaac 



aagggcagtt accagtgctc ctgcccacgg 60 
tgcaaagacc tcgacgaatg tcaaaccaaa 120 
accctggggg gattcacctg taaatgtccg 180 
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cccggtttca cccagca 197 



<210> 63 
<211> 492 
<212> PRT 

<213> Homo sapiens 
<400> 63 

Met Ala Leu Asn Ser Gly Ser Pro Pro Ala lie Gly Pro Tyr Tyr Glu 
15 10 15 

Asn His Gly Tyr Gin Pro Glu Asn Pro Tyr Pro Ala Gin Pro Thr Val 
20 25 30 

Val Pro Thr Val Tyr Glu Val His Pro Ala Gin Tyr Tyr Pro Ser Pro 
35 40 45 

Val Pro Gin Tyr Ala Pro Arg Val Leu Thr Gin Ala Ser Asn Pro Val 
50 55 60 

Val Cys Thr Gin Pro Lys Ser Pro Ser Gly Thr Val Cys Thr Ser Lys 
65 70 75 80 

Thr Lys Lys Ala Leu Cys lie Thr Leu Thr Leu Gly Thr Phe Leu Val 
85 90 95 

Gly Ala Ala Leu Ala Ala Gly Leu Leu Trp Lys Phe Met Gly Ser Lys 
100 105 110 

Cys Ser Asn Ser Gly lie Glu Cys Asp Ser Ser Gly Thr Cys lie Asn 
115 120 125 

Pro Ser Asn Trp Cys Asp Gly Val ■ Ser His Cys Pro Gly Gly Glu Asp 
130 135 140 

Glu Asn Arg Cys Val Arg Leu Tyr Gly Pro Asn Phe lie Leu Gin Met 
145 150 155 160 

Tyr Ser Ser Gin Arg Lys Ser Trp His Pro Val Cys Gin Asp Asp Trp 
165 170 175 

Asn Glu Asn Tyr Gly Arg Ala Ala Cys Arg Asp Met Gly Tyr Lys Asn 
180 185 190 

Asn Phe Tyr Ser Ser Gin Gly lie Val Asp Asp Ser Gly Ser Thr Ser 
195 200 205 
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Phe Met Lys Leu Asn Thr Ser Ala Gly Asn Val Asp lie Tyr Lys Lys 
210 215 220 



Leu Tyr His Ser Asp 
225 

Cys Leu Ala Cys Gly 
245 

Val Gly Gly Glu Ser 
260 

Leu His Val Gin Asn 
275 

Glu Trp He Val Thr 
290 

Pro Trp His Trp Thr 
305 

Phe Tyr Gly Ala Gly 

325 

Tyr Asp Ser Lys Thr 
340 

Lys Pro Leu Thr Phe 
355 

Pro Gly Met Met Leu 
370 

Gly Ala Thr Glu Glu 
385 

Lys Val Leu Leu He 
405 

Asp Asn Leu He Thr 
420 

Asn Val Asp Ser Cys 
435 

Asn Asn Asn He Trp 
450 



Ala Cys Ser Ser Lys 
230 

Val Asn Leu Asn Ser 
250 

Ala Leu Pro Gly Ala 
265 

Val His Val Cys Gly 
280 

Ala Ala His Cys Val 
295 

Ala Phe Ala Gly He 
310 

Tyr Gin Val Gin Lys 

330 

Lys Asn Asn Asp He 
345 

Asn Asp Leu Val Lys 
360 

Gin Pro Glu Gin Leu 
375 

Lys Gly Lys Thr Ser 
390 

Glu Thr Gin Arg Cys 
410 

Pro Ala Met He Cys 
425 

Gin Gly Asp Ser Gly 
440 

Trp Leu He Gly Asp 
455 



Ala Val Val Ser Leu Arg 
235 240 

Ser Arg Gin Ser Arg He 
255 

Trp Pro Trp Gin Val Ser 
270 

Gly Ser He He Thr Pro 

285 

Glu Lys Pro Leu Asn Asn 
300 

Leu Arg Gin Ser Phe Met 
315 320 

Val He Ser His Pro Asn 

335 

Ala Leu Met Lys Leu Gin 
350 

Pro Val Cys Leu Pro Asn 
365 

Cys Trp He Ser Gly Trp 
380 

Glu Val Leu Asn Ala Ala 
395 400 

Asn Ser Arg Tyr Val Tyr 
415 

Ala Gly Phe Leu Gin Gly 
430 

Gly Pro Leu Val Thr Ser 
445 

Thr Ser Trp Gly Ser Gly 
4 60 
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Cys Ala Lys Ala Tyr Arg Pro Gly Val Tyr Gly Asn Val Met Val Phe 
465 470 475 480 

Thr Asp Trp He Tyr Arg Gin Met Lys Ala Asp Gly 
485 490 



<210> 64 
<211> 2656 
<212> DNA 

<213> Homo sapiens 
<400> 64 

acttgccgaa gcatgaacga agccatccct agtggcaagg agacttccat cgagctggat 60 

gtgcaccacc ctcctacagt gaccctgtcc attgagccac agacggtgca ggagggtgag 120 

cgtgttgtct ttacctgcca ggccacagcc aaccccgaga tcttgggcta caggtgggcc 180 

aaagggggtt tcttgattga agacgcccac gagagtcgct atgagacaaa tgtggattat 240 

tcctttttca cggagcctgt gtcttgtgag gttcacaaca aagtgggaag caccaatgtc 300 

agcactttag taaatgtcca ctttgctccc cggattgtag ttgaccccaa acccacaacc 360 

acagacattg gctctgatgt gacccttacc tgtgtctggg ttgggaatcc ccccctcact 420 

ctcacctgga ccaaaaagga ctcaaatatg gggcccaggc ctcctggctc cccacccgag 480 

gctgctctct ctgcccaggt cctgagtaac agcaaccagc tgctgctgaa gtcggtgact 540 

caggcagacg ctggcaccta cacctgccgg gccatcgtgc ctcgaatcgg agtggctgag 600 

cgggaggtgc cgctctatgt gaacgggccc cccatcatct ccagtgaggc agtgcagtat 660 

gctgtgaggg gtgacggtgg caaggtggag tgtttcattg ggagcacacc acccccagac 720 

cgcatagcat gggcctggaa ggagaacttc ttggaggtgg ggaccctgga acgctataca 780 

gtggagagga ccaactcagg cagtggggtg ctatccacgc tcaccatcaa caatgtcatg 840 

gaggccgact ttcagactca ctacaactgc accgcctgga acagcttcgg gccaggcaca 900 

gccatcatcc agctggaaga gcgagaggtg ttacctgtgg gcatcatagc tggggccacc 960 

atcggcgcga gcatcctgct catcttcttc ttcatcgcct tggtattctt cctctaccgg 1020 

cgccgcaaag gcagtcgcaa agacgtgacc ctgaggaagc tggatatcaa ggtggagaca 1080 

gtgaaccgag agccacttac gatgcattct gaccgggagg atgacaccgc cagcgtctcc 1140 

acagcaaccc gggtcatgaa ggccatctac tcgtcgttta aggatgatgt ggatctgaag 1200 

caggacctgc gctgcgacac catcgacacc cgggaggagt atgagatgaa ggaccccacc 1260 

aatggctact acaacgtgcg tgcccatgaa gaccgcccgt cttccagggc agtgctctat 1320 

gctgactacc gtgcccctgg ccctgcccgc ttcgacggcc gcccctcatc ccgtctctcc 1380 

cactccagcg gctatgccca gctcaacacc tatagccggg gccctgcctc tgactatggc 1440 

cctgagccca caccccctgg ccctgctgcc ccagctggca ctgacacaac cagccagctg 1500 

tcctacgaga actatgagaa gttcaactcc catcccttcc ctggggcagc tgggtacccc 1560 

acctaccgac tgggctaccc ccaggcccca ccctctggcc tggagcggac cccatatgag 1620 

gcgtatgacc ccattggcaa gtacgccaca gccactcgat tctcctacac ctcccagcac 1680 

tcggactacg gccagcgatt ccagcagcgc atgcagactc acgtgtaggg gccagagcct 1740 

ggctggggca tctctgcggg gcagaggaga aggctttcac agctgttccc tgatattcag 1800 

gggcattgct cattgctccc ttctcggacc agccttcttc ctcccaccat ggcaggtggg 1860 

gagcaggtct cccagaaaca ccccgtcccg aggatggtgc tctgtgcatg ccccagcctc 1920 

ctgggcctgc ccttccctct tcttcgggag gatgtgtctc ttctgacctg cactcttgcc 1980 

tgaccctaga atggggacag ggaaagtgaa ggttagggaa agcagagggg ggcacttttt 2040 

agcattccct ttctatccca cccctctgat ctcccataag tggaaatggg ggtacccagg 2100 
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gatgggcagg ctttggccta gggacatgaa gtatgggagt gggtggctgt ggcacagaca 2160 

ggtggaaaac gggatagcct ggccagtccc tctgttgtct gcattcgtgc cctgggtgcc 2220 

tctctccttc ctcagggtac tgcagaaggg agcgaacagg gtactgttcg ctcttgtcta 2280 

cagaacagcc ctggcactgc attcaaatcc agtcttcatt cagctgggat caaaatgcca 2340 

gtcaccttgg ctacccactg tggacagctg tctgtcagca tgcagaggga tccaggaatc 2400 

cccccggcag cacggcccgc tttccttctc ctccatgctg ggccagccag ataagtcagg 2460 

gtcctggtgg agaaagaaag gctaggacca tgtcctcatt gacccagata ctgctgtgtg 2520 

ctgcacagca gtgaaccaac actagaggga gccacacaag cctcctctcc ccagtctgcc 2580 

ccacttcctg gctttaactc ttgagctggt ttggggagtg gtgaggtagg ggtgggggtg 2640 

ctgtaggctc tttttc 2656 



<210> 65 
<211> 1011 
<212> PRT 

<213> Drosophila melanogaster 
<400> 65 

Met Ala Leu Arg Gin Ser Ala Lys Asp Val Ala Lys Ser Asn Cys Val 
15 10 15 

Ala Val Arg Ser Ser lie Ser Leu Ser Leu Val Leu Val Leu Cys Leu 
20 25 30 

Ala Leu Val Asp Ser Ser Thr Ala Gin Val Asp Thr Thr He Ser Gin 
35 40 45 

Gin Glu Ser Gin Ser Val Val Leu Pro Cys Pro Val Asp Ala Glu Lys 
50 55 60 

Cys Gly Lys Leu His Ser Leu Asn Trp Phe Lys Gly Asp Asp Arg He 
65 70 75 80 

Ala Ala Met Leu Leu Gly Asp Ser Asn Val Thr Ser Val Asn Lys Glu 
85 90 95 

Phe Asp Glu Arg Val Thr Val Glu Gin Asn Pro Tyr Arg Leu Val He 
100 105 110 

Lys Asp Leu Lys He Ala Asp Glu Asp He Tyr Leu Cys Asp Thr Thr 
115 120 125 

Phe Phe He Pro Glu Glu Thr Cys Asp Asn Phe Asn Gly Tyr Arg He 
130 135 140 

Glu Leu Arg Val Leu Val Pro Pro Thr Glu Val Val He Leu Asp Ala 
145 150 155 160 
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r 



Lys Gly Asp Arg lie Lys Asn Gly Ser Val Val Gly Pro Met Gin Glu 
165 170 175 

Arg Gin Ser Leu Lys Ala Thr Cys Thr Val Arg Asn Thr Arg Pro Gin 
180 185 190 

Pro Glu Val Ser Trp Phe Arg Gly Thr Lys Arg Leu Thr Thr Tyr Ser 
195 200 205 

Pro Thr His Asp Leu Val Asp Gly Leu Tyr Thr Ser Thr Leu Glu Leu 
210 215 220 

Asp Trp Thr Leu Ser Arg Glu Asp Leu Ala Gin Asp lie Glu Cys Arg 
225 230 235 240 

Val Lys Ser Ala Ala lie Gin Asn Val Thr Val Thr Lys Phe Ser Val 
245 ^ 250 255 

Asp Leu Gin Val Arg Pro Thr Ser He Asp He Asn Gly Val Lys His 
260 265 270 

His Thr Val Gin Gly Ser Lys Val Val Leu Thr Cys Asp He His Gly 
275 280 285 

Ala Arg Pro Ala Val Asn Leu Thr Trp Tyr Asn Thr Thr Thr He He 
290 295 300 

Ser Ser Gly Glu Asn Glu He Thr Glu Val Arg Ser Lys Ser Leu Glu 
305 310 315 320 

Lys Ser Asp Gly Thr Phe His Thr Gin Ser Glu Leu He Phe Asn Ala 
325 330 335 

Thr Arg Phe Glu Asn Asp Arg Val Phe Arg Cys Glu Ala Glu Asn He 
340 ' 345 350 

Val Leu Gin He Asn Arg Glu Lys Pro He Ser Ser Ala Leu Thr Leu 
355 360 365 

Glu Val Leu Tyr Pro Pro Val Val Lys Val Ser Pro Ser Ala He Thr 
370 375 380 

Ala Asn Thr Ser Glu He Val Leu Leu Asn Cys Glu Tyr Phe Ala Asn 
385 390 395 400 



Pro Ala Ser Leu Thr Gin Val Glu Trp Tyr Arg Asn Asp He Leu Val 
405 410 415 
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Asn Val Asn Asp Thr Thr His Tyr Lys Gly Gly Asn Ser Glu Asn Val 
420 425 430 



Ala Leu Val lie Lys Ser Thr Glu Lys Glu Asp lie Gly Asn Tyr Ser 
435 440 445 

Cys Gin Leu Ser Asn Asn lie Gly Lys Gly Thr Ser Asp Gin Lys lie 
450 455 460 

Asn Leu Asp Val Gin Tyr Ala Pro Thr Val Glu lie Leu Met lie Pro 
465 470 475 480 

Glu Gly Pro Val Lys Glu Ser Asp Glu Ser Asn Val Thr Leu Phe Cys 
485 490 495 

Asn Val Leu Asp Ala Asn Pro Ser Val Leu Thr Lys Val Arg Trp Tyr 
500 505 510 

Ala Asn Ser Thr Leu Leu Lys Glu Leu Pro Asp Cys Glu Glu Thr Arg 
515 520 525 

Glu Asp Leu Cys His lie Asp Pro Ser Lys Leu Leu Leu Glu Ser lie 
530 535 540 

Gly Arg Gly Phe Phe Tyr Asn Tyr Ser Cys Glu Gly Phe Asn Ala Ala 
545 550 555 560 

Gly Trp Gly Pro Arg Ser Glu Asp Lys Glu Leu Leu Val His Tyr Glu 
565 570 575 

Pro Gly Pro Ala Ala Leu Ser His Phe Pro Leu Val Ala Val Lys Lys 
580 585 590 

Lys Ser Val Thr Phe Ser Cys Ser Val Asp Asp Pro Gly Phe Pro Glu 
595 600 605 

Ser Asn Arg Phe Arg Trp Leu Arg Gly Gly Arg Gly Pro Leu Gin Asp 
610 615 620 

He Val Thr Lys Asp Trp Thr Val Glu Pro Val Gly Leu Asp Ser Arg 
625 630 635 640 

Thr Asn Tyr Ser Cys Tyr Ala Tyr Asn Glu Gly Gly Lys Gly Val Met 
645 650 655 



Ala Thr Val Asn Leu Glu Val His Ala Pro Pro Phe Phe lie Lys Asn 
660 665 670 
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Leu Pro Pro Tyr Thr Gly lie Leu His Ser Ser Pro Asn Ala Thr Leu 
675 680 685 



Thr Cys Arg lie Glu Cys Val Pro Arg Cys Asp lie Ser Trp Gin Lys 
690 695 700 

Asp Gly Val Pro He Glu Arg Asn Asp Ser Arg Tyr Phe He Lys Glu 
705 710 715 720 

Asn Thr Trp Met Pro Pro Pro Gin Arg Glu He Leu Lys Ser Met Leu 
725 730 735 

Ser Val Leu His Phe Asn Met Pro Asn Trp Pro Asp Ser Lys Phe Asn 
740 745 750 

He Glu Ala Asp Asn Ala Asn Tyr Ser Cys Val Ser Thr Gly Asn He 
755 760 765 

Val Gly Gly Ser He Arg Ser Arg Thr Tyr Tyr Phe Gly He Glu Ala 
770 775 780 

Pro Glu Asn Thr Thr Val Ser Glu Asn He Val Tyr Val Gin Glu Asp 
785 790 795 800 

Thr He Pro Gly Arg Val He Cys Lys Ser Arg Ala Asn Pro Glu Pro 
805 810 815 

Ser Tyr Lys Trp He Phe Lys Asn Glu Thr He Ala Asn Gly Asn Ala 
820 825 830 

Leu He He Asn Thr Ala Met Asn Arg Asn Asp Asp Gly Thr Tyr Thr 
835 840 845 

Cys Leu Ala Tyr Asn Lys His Gly Ser Ser He Ala Lys Thr Val He 
850 855 860 

Lys Val Gin Phe Lys Pro Arg Cys Glu He Glu Arg Gin Glu He Asp 
865 870 875 880 

Asp Gin Asp Thr Leu He Cys Thr Ala Tyr Gly Asn Pro He Glu Ala 
885 890 895 

Asp Phe Ser Trp Ser He Lys Thr Glu Asn Glu Thr Asp Glu Asn Leu 
900 905 910 



Gly Ser Gly Lys Lys Glu Asn Ser Val Glu Lys Ser Phe Tyr He Leu 
915 920 925 
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Gin Thr Asp Tyr Ala lie Ser Arg 
930 935 

Thr Val Gly Tyr Gly Pro Phe Cys 
945 950 

Ala Trp Trp Gin Leu Trp Glu Lys 
965 

Ala lie Leu Gly Leu Leu Leu Thr 
980 

He Cys He Cys Arg Pro Val- Gly 
995 1000 

Arg Leu His 
1010 



Thr Tyr Arg Cys Val Ala Asn Asn 
940 

Glu He Glu Val Ala Glu Gin Leu 
955 960 

Asn Thr Leu He He Leu Val Ala 
970 975 

Val He Val He Cys Cys He He 
985 990 

Ala Arg He Asn Tyr Thr Thr Ser 

1005 



<210> 66 
<211> 862 
<212> PRT 

<213> Mus musculus 
<400> 66 

Met Arg Val His Tyr Leu Trp Leu Leu Leu He Leu Gly His Ala Ala 
15 10 15 

Ser Ala Gin Tyr Ser Ser Ala Asn Asp Trp Thr Val Asp His Pro Gin 
20 25 30 

Thr Leu Phe Ala Trp Glu Gly Ala Cys He Arg He Pro Cys Lys Tyr 
35 40 45 

Lys Thr Pro Leu Pro Lys Ala Arg Leu Asp Asn He Leu Leu Phe Gin 
50 55 60 

Asn Tyr Glu Phe Asp Lys Ala Thr Lys Lys Phe Lys Gly Thr Val Leu 
65 70 75 80 

Tyr Asn Lys Ala Glu Pro Glu Leu Tyr Pro Pro Lys Gin Arg Arg Val 
85 ' 90 95 

Thr Phe Leu Gly Asn Ser He Asp Asn Cys Thr Leu Lys He His Pro 
100 105 110 

He Arg Ala Asn Asp Ser Gly Asn Leu Gly Leu Arg Met Thr Ala Gly 
115 120 125 
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Thr Glu Arg Trp Met Glu Pro He His Leu Asn Val Ser Glu Lys Pro 
130 135 140 



Phe Gin Pro Tyr He Gin Met Pro Ser Glu He Arg Glu Ser Gin Ser 
145 150 155 160 

Val Thr Leu Thr Cys Gly Leu Asn Phe Ser Cys Phe Glu Tyr Asp lie 
165 170 175 

Leu Leu Gin Trp Phe Leu Glu Asp Ser Lys He Thr Ser Val Thr Pro 
180 185 190 

Ser Val Thr Ser He Thr Ser Ser Val Thr Ser Ser He Lys Asn Val 
195 200 205 

Tyr Thr Glu Ser Lys Leu Thr Phe Gin Pro Lys Trp Thr Asp His Gly 
210 215 220 

Lys Ser Val Lys Cys Gin Val Gin His Ser Ser Glu Val Leu Ser Glu 
225 230 235 240 

Arg Thr Val Arg Leu Asp Val Lys Tyr Thr Pro Lys Leu Glu He Lys 
245 250 255 

Val Asn Pro Thr Glu Val Glu Lys Asn Asn Ser Val Thr Met Thr Cys 
260 265 270 

Arg Val Asn Ser Ser Asn Pro Lys Leu Arg Thr Val Ala Val Ser Trp 
275 280 285 

Phe Lys Asp Gly Arg Pro Leu Glu Asp Gin Glu Leu Glu Gin Glu Gin 
290 295 300 

Gin Met Ser Lys Leu He Leu His Ser Val Thr Lys Asp Met Arg Gly 
305 310 315 320 

Lys Tyr Arg Cys Gin Ala Ser Asn Asp He Gly Pro Gly Glu Ser Glu 
325 330 335 

Glu Val Glu Leu Thr Val His Tyr Ala Pro Glu Pro Ser Arg Val His 
340 345 350 

He Tyr Pro Ser Pro Ala Glu Glu Gly Gin Ser Val Glu Leu He Cys 
355 360 365 



Glu Ser Leu Ala Ser Pro Ser Ala Thr Asn Tyr Thr Trp Tyr His Asn 
370 375 380 
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Arg Lys Pro lie Pro Gly Asp Thr Gin Glu Lys Leu Arg lie Pro Lys 
385 390 395 400 

Val Ser Pro Trp His Ala Gly Asn Tyr Ser Cys Leu Ala Glu Asn Arg 
405 410 415 

Leu Gly His Gly Lys He Asp Gin Glu Ala Lys Leu Asp Val His Tyr 
420 425 430 

Ala Pro Lys Ala Val Thr Thr Val He Gin Ser Phe Thr Pro He Leu 
435 440 445 

Glu Gly Asp Ser Val Thr Leu Val Cys Arg Tyr Asn Ser Ser Asn Pro 
450 455 460 

Asp Val Thr Ser Tyr Arg Trp Asn Pro Gin Gly Ser Gly Ser Val Leu 
465 470 475 480 

Lys Pro Gly Val Leu Arg He Gin Lys Val Thr Trp Asp Ser Met Pro 
485 490 495 

Val Ser Cys Ala Ala Cys Asn His Lys Cys Ser Trp Ala Leu Pro Val 
500 505 510 

He Leu Asn Val His Tyr Ala Pro Arg Asp Val Lys Val Leu Lys Val 
515 520 525 

Ser Pro Ala Ser Glu He Arg Ala Gly Gin Arg Val Leu Leu Gin Cys 
530 535 540 

Asp Phe Ala Glu Ser Asn Pro Ala Glu Val Arg Phe Phe Trp Lys Lys 
545 550 555 560 

Asn Gly Ser Leu Val Gin Glu Gly Arg Tyr Leu Ser Phe Gly Ser Val 
565 570 575 

Ser Pro Glu Asp Ser Gly Asn Tyr Asn Cys Met Val Asn Asn Ser He 
580 585 590 

Gl.y Glu Thr Leu Ser Gin Ala Trp Asn Leu Gin Val Leu Tyr Ala Pro 
595 600 605 

Arg Arg Leu Arg Val Ser He Ser Pro Gly Asp His Val Met Glu Gly 

610 615 620 

Lys Lys Ala Thr Leu Ser Cys Glu Ser Asp Ala Asn Pro Pro He Ser 
625 630 635 640 
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Gin Tyr Thr Trp Phe Asp Ser Ser Gly Gin Asp Leu His Ser Ser Gly 
645 650 655 

Gin Lys Leu Arg Leu Glu Pro Leu Glu Val Gin His Thr Gly Ser Tyr 
660 665 670 

Arg Cys Lys Gly Thr Asn Gly He Gly Thr Gly Glu Ser Pro Pro Ser 
675 680 685 

Thr Leu Thr Val Tyr Tyr Ser Pro Glu Thr He Gly Lys Arg Val Ala 
690 695 700 

Leu Gly Leu Gly Phe Cys Leu Thr He Cys He Leu Ala He Trp Gly 
705 710 715 720 

Met Lys He Gin Lys Lys Trp Lys Gin Asn Arg Ser Gin Gin Gly Leu 
725 730 735 

Gin Glu Asn Ser Ser Gly Gin Ser Phe Phe Val Arg Asn Lys Lys Ala 
740 745 750 

Arg Arg Thr Pro Leu Ser Glu Gly Pro Gin Ser Gin Gly Cys Tyr Asn 
755 760 765 

Pro Ala Met Asp Asp Thr Val Ser Tyr Ala He Leu Arg Phe Pro Glu 
770 775 780 



Ser Asp Met His Asn Ala Gly Asp Ala Gly Thr Pro Ala Thr Gin Ala 
785 790 795 800 



Pro Pro Pro Asn Asn Ser Asp Ser Val Thr Tyr Ser Val He Gin Lys 
805 810 815 

Arg Pro Met Gly Asp Tyr Glu Asn Val Asn Pro Ser Cys Pro Glu Asp 
820 825 830 

Glu Ser He His Tyr Ser Glu Leu Val Gin Phe Gly Ala Gly Lys Arg 
835 840 845 

Pro Gin Ala Lys Glu Asp Val Asp Tyr Val Thr Leu Lys His 
850 855 860 



<210> 67 

<211> 1399 

<212> DNA 

<213> Homo sapiens 
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<400> 67 

ctacagaatc gatgacccca tacggcaccc catcatgcct gcatcatgcc tcccctcttg 60 

gcctgtgcct ccttatgtct gcagatgggc ttcctctagc ccacacctcc atcaaaggac 120 

agggaccccc ctgcctcgtg ccccatgatg cggcccacat ggcgcctccg gcctctgccc 180 

ccctctcccc acagatatcg acgagtgtcg catctctcct gacctctgcg gccagggcac 240 

ctgtgtcaac acgccgggca gctttgagtg cgagtgtttt cccggctacg agagtggctt 300 

catgctgatg aagaactgca tgggtcggtg actgccgggc aggggtgtgg tgggcgccct 360 

gggcagggag ggcattgagg agagggaggg tggggacggc tgttgctgtg tggacgtgga 420 

tggagggggc aggaggaggg aggagctgta aattagctga ggtacagtga gtctgggctc 480 

catgaggcct cgtccttagg agagagacct ggggcctgag acctgggggt ggccggcaca 540 

ctggggtgtg gtctcccagg gagggtgtgt agcttgggta gaggacaggg accctcagag 600 

aagcctggga aatactgccg gttatgaggc ctctcgtccc catcattgac ttcgttattc 660 

atttgatgag catttcacat gcatcctctg agctagaggc actgcaggga gctctagctc 720 

cagggagccc tcttttcttg gagctcacag cctaacagga agacagacat gaataacatg 780 

aatcgctgag gaaatgcaaa actgggctgg gtgcagtggc cctcgcctgt aatcccagca 840 

ttttgagagg ctgaggcagt aggattgctt gagtccagga gttcgaggcc agcctgggca 900 

acataacaag accctgtcac tacaaagttt tttaaaaatt agctaggcat ggtggcgcgt 960 

gctactcggg aggctgagga gggaggatcc cttgagccca ggaggttgag gctgcagtga 1020 

accataatcg cacttttgca ctccagcctg ggtgacagag tgagaccctg tctaaagaaa 1080 

aaaggaagga aggaaggaag gaagaggaaa aagccaggca tggtggctca tgcctgtaat 1140 

cccagcactt tgggaggctg aggtgggcag attgcctgag ttcaggagtt tgaaaccagc 1200 

ctgggcaaca tggtgaaacc ccgtctctat taaaatacaa aaaattagct gcgtgtggtg 1260 

gcgtgcacct gtaggtccag ctactcagga ggctgaggca ggagaattgc ttgaacccag 1320 

gaggtggagg ttgcagtgag ccgagatcgc gccactgcac tccagcctgg gcgacagagc 1380 

gagattctgt ctccaaatt 1399 



<210> 68 

<211> 2911 

<212> PRT 

<213> Homo sapiens 

<400> 68 

Met Gly Arg Arg Arg Arg Leu Cys Leu Gin Leu Tyr Phe Leu Trp Leu 
15 10 15 

Gly Cys Val Val Leu Trp Ala Gin Gly Thr Ala Gly Gin Pro Gin Pro 
20 25 30 

Pro Pro Pro Lys Pro Pro Arg Pro Gin Pro Pro Pro Gin Gin Val Arg 
35 40 45 

Ser Ala Thr Ala Gly Ser Glu Gly Gly Phe Leu Ala Pro Glu Tyr Arg 
50 55 60 

Glu Glu Gly Ala Ala Val Ala Ser Arg Val Arg Arg Arg Gly Gin Gin 
65 70 75 80 
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Asp Val Leu Arg Gly Pro Asn Val Cys Gly Ser Arg Phe His Ser Tyr 
85 90 95 

Cys Cys Pro Gly Trp Lys Thr Leu Pro Gly Gly Asn Gin Cys lie Val 
100 105 110 

Pro lie Cys Arg Asn Ser Cys Gly Asp Gly Phe Cys Ser Arg Pro Asn 
115 120 125 

Met Cys Thr Cys Ser Ser Gly Gin He Ser Ser Thr Cys Gly Ser Lys 
130 135 140 

Ser He Gin Gin Cys Ser Val Arg Cys Met Asn Gly Gly Thr Cys Ala 
145 150 155 160 

Asp Asp His Cys Gin Cys Gin Lys Gly Tyr He Gly Thr Tyr Cys Gly 
165 170 175 

Gin Pro Val Cys Glu Asn Gly Cys Gin Asn Gly Gly Arg Cys He Ala 
180 185 190 

Gin Pro Cys Ala Cys Val Tyr Gly Phe Thr Gly Pro Gin Cys Glu Arg 
195 200 205 

Asp Tyr Arg Thr Gly Pro Cys Phe Thr Gin Val Asn Asn Gin Met Cys 
210 215 220 

Gin Gly Gin Leu Thr Gly He Val Cys Thr Lys Thr Leu Cys Cys Ala 
225 230 235 240 

Thr Thr Gly Arg Ala Trp Gly His Pro Cys Glu Met Cys Pro Ala Gin 
245 250 255 

Pro Gin Pro Cys Arg Arg Gly Phe He Pro Asn He Arg Thr Gly Ala 
260 265 270 

Cys Gin Asp Val Asp Glu Cys Gin Ala He Pro Gly He Cys Gin Gly 
275 280 285 

Gly Asn Cys He Asn Thr Val Gly Ser Phe Glu Cys Arg Cys Pro Ala 
290 295 300 

Gly His Lys Gin Ser Glu Thr Thr Gin Lys Cys Glu Asp He Asp Glu 
305 310 315 320 



Cys Ser He He Pro Gly He Cys Glu Thr Gly Glu Cys Ser Asn Thr 
325 330 335 
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Val Gly Ser Tyr Phe Cys Val Cys Pro Arg Gly Tyr Val Thr Ser Thr 
340 345 350 

Asp Gly Ser Arg Cys lie Asp Gin Arg Thr Gly Met Cys Phe Ser Gly 
355 360 365 

Leu Val Asn Gly Arg Cys Ala Gin Glu Leu Pro Gly Arg Met Thr Lys 
370 . 375 380 

Met Gin Cys Cys Cys Glu Pro Gly Arg Cys Trp Gly lie Gly Thr lie 
385 390 395 400 

Pro Glu Ala Cys Pro Val Arg Gly Ser Glu Glu Tyr Arg Arg Leu Cys 
405 410 415 

Met Asp Gly Leu Pro Met Gly Gly lie Pro Gly Ser Ala Gly Ser Arg 
420 425 430 

Pro Gly Gly Thr Gly Gly Asn Gly Phe Ala Pro Ser Gly Asn Gly Asn 
435 440 445 

Gly Tyr Gly Pro Gly Gly Thr Gly Phe He Pro He Pro Gly Gly Asn 
450 455 460 

Gly Phe Ser Pro Gly Val Gly Gly Ala Gly Val Gly Ala Gly Gly Gin 
465 470 475 480 

Gly Pro He He Thr Gly Leu Thr He Leu Asn Gin Thr He Asp He 
485 490 495 

Cys Lys His His Ala Asn Leu Cys Leu Asn Gly Arg Cys He Pro Thr 
500 505 510 

Val Ser Ser Tyr Arg Cys Glu Cys Asn Met Gly Tyr Lys Gin Asp Ala 
515 520 525 

Asn Gly Asp Cys He Asp Val Asp Glu Cys Thr Ser Asn Pro Cys Thr 
530 535 540 

Asn Gly Asp Cys Val Asn Thr Pro Gly Ser Tyr Tyr Cys Lys Cys His 
545 550 555 560 

Ala Gly Phe Gin Arg Thr Pro Thr Lys Gin Ala Cys He Asp He Asp 
565 570 575 



Glu Cys He Gin Asn Gly Val Leu Cys Lys Asn Gly Arg Cys Val Asn 
580 585 590 
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Ser Asp Gly Ser Phe Gin Cys lie Cys Asn Ala Gly Phe Glu Leu Thr 
595 600 605 

Thr Asp Gly Lys Asn Cys Val Asp His Asp Glu Cys Thr Thr Thr Asn 
610 615 620 

Met Cys Leu Asn Gly Met Cys lie Asn Glu Asp Gly Ser Phe Lys Cys 
625 630 635 640 

lie Cys Lys Pro Gly Phe Val Leu Ala Pro Asn Gly Arg Tyr Cys Thr 
645 650 655 

Asp Val Asp Glu Cys Gin Thr Pro Gly He Cys Met Asn Gly His Cys 
660 665 670 

He Asn Ser Glu Gly Ser Phe Arg Cys Asp Cys Pro Pro Gly Leu Ala 
675 680 685 

Val Gly Met Asp Gly Arg Val Cys Val Asp Thr His Met Arg Ser Thr 
690 695 700 

Cys Tyr Gly Gly He Lys Lys Gly Val Cys Val Arg Pro Phe Pro Gly 
705 710 715 720 

Ala Val Thr Lys Ser Glu Cys Cys Cys Ala Asn Pro Asp Tyr Gly Phe 
725 730 735 

Gly Glu Pro Cys Gin Pro Cys Pro Ala Lys Asn Ser Ala Glu Phe His 
740 745 750 

Gly Leu Cys Ser Ser Gly Val Gly He Thr Val Asp Gly Arg Asp He 
755 760 765 

Asn Glu Cys Ala Leu Asp Pro Asp He Cys Ala Asn Gly He Cys Glu 
770 775 780 

Asn Leu Arg Gly Ser Tyr Arg Cys Asn Cys Asn Ser Gly Tyr Glu Pro 
785 790 795 800 

Asp Ala Ser Gly Arg Asn Cys He Asp He Asp Glu Cys Leu Val Asn 
805 810 815 

Arg Leu Leu Cys Asp Asn Gly Leu Cys Arg Asn Thr Pro Gly Ser Tyr 
820 825 830 



Ser Cys Thr Cys Pro Pro Gly Tyr Val Phe Arg Thr Glu Thr Glu Thr 
835 840 845 
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Cys Giu Asp lie Asn Glu Cys Glu Ser Asn Pro Cys Val Asn Gly Ala 
850 855 860 

Cys Arg Asn Asn Leu Gly Ser Phe Asn Cys Glu Cys Ser Pro Gly Ser 
865 870 875 880 

Lys Leu Ser Ser Thr Gly Leu lie Cys lie Asp Ser Leu Lys Gly Thr 
885 890 895 

Cys Trp Leu Asn lie Gin Asp Ser Arg Cys Glu Val Asn lie Asn Gly 
900 905 910 

Ala Thr Leu Lys Ser Glu Cys Cys Ala Thr Leu Gly Ala Ala Trp Gly 
915 920 925 

Ser Pro Cys Glu Arg Cys Glu Leu Asp Thr Ala Cys Pro Arg Gly Leu 
930 935 940 

Ala Arg He Lys Gly Val Thr Cys Glu Asp Val Asn Glu Cys Glu Val 
945 950 955 960 

Phe Pro Gly Val Cys Pro Asn Gly Arg Cys Val Asn Ser Lys Gly Ser 
965 970 975 

Phe His Cys Glu Cys Pro Glu Gly Leu Thr Leu Asp Gly Thr Gly Arg 
980 985 990 

Val Cys Leu Asp He Arg Met Glu Gin Cys Tyr Leu Lys Trp Asp Glu 
995 1000 1005 

Asp Glu Cys He His Pro Val Pro Gly Lys Phe Arg Met Asp Ala Cys 
1010 1015 1020 

Cys Cys Ala Val Gly Ala Ala Trp Gly Thr Glu Cys Glu Glu Cys Pro 
1025 1030 1035 1040 

Lys Pro Gly Thr Lys Glu Tyr Glu Thr Leu Cys Pro Arg Gly Ala Gly 
1045 1050 1055 

Phe Ala Asn Arg Gly Asp Val Leu Thr Gly Arg Pro Phe Tyr Lys Asp 
1060 1065 1070 

He Asn Glu Cys Lys Ala Phe Pro Gly Met Cys Thr Tyr Gly Lys Cys 
1075 1080 1085 



Arg Asn Thr He Gly Ser Phe Lys Cys Arg Cys Asn Ser Gly Phe Ala 
1090 1095 1100 
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Leu Asp Met Glu Glu Arg Asn Cys Thr Asp lie Asp Glu Cys Arg lie 
1105 1110 1115 1120 



Ser Pro Asp Leu Cys Gly Ser Gly He Cys Val Asn Thr Pro Gly Ser 
1125 1130 1135 

Phe Glu Cys Glu Cys Phe Glu Gly Tyr Glu Ser Gly Phe Met Met Met 
1140 1145 1150 

Lys Asn Cys Met Asp He Asp Gly Cys Glu Arg Asn Pro Leu Leu Cys 
1155 1160 1165 

Arg Gly Gly Thr Cys Val Asn Thr Glu Gly Ser Phe Gin Cys Asp Cys 
1170 1175 1180 

Pro Leu Gly His Glu Leu Ser Pro Ser Arg Glu Asp Cys Val Asp He 
1185 1190 1195 1200 

Asn Glu Cys Ser Leu Ser Asp Asn Leu Cys Arg Asn Gly Lys Cys Val 
1205 1210 1215 

Asn Met lie Gly Thr Tyr Gin Cys Ser Cys Asn Pro Gly Tyr Gin Ala 
1220 1225 1230 

Thr Pro Asp Arg Gin Gly Cys Thr Asp lie Asp Glu Cys Met He Met 
1235 1240 1245 

Asn Gly Gly Cys Asp Thr Gin Cys Thr Asn Ser Glu Gly Ser Tyr Glu 
1250 1255 1260 

Cys Ser Cys Ser Glu Gly Tyr Ala Leu Met Pro Asp Gly Arg Ser Cys 
1265 1270 1275 1280 

Ala Asp He Asp Glu Cys Glu Asn Asn Pro Asp He Cys Asp Gly Gly 
1285 1290 1295 

Gin Cys Thr Asn He Pro Gly Glu Tyr Arg Cys Leu Cys Tyr Asp Gly 
1300 1305 1310 

Phe Met Ala Ser Met Asp Met Lys Thr Cys He Asp Val Asn Glu Cys 
1315 1320 1325 

Asp Leu Asn Ser Asn He Cys Met Phe Gly Glu Cys Glu Asn Thr Lys 
1330 1335 1340 

Gly Ser Phe He Cys His Cys Gin Leu Gly Tyr Ser Val Lys Lys Gly 
1345 1350 1355 1360 
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Thr Thr Gly Cys Thr Asp Vai Asp Glu Cys Glu He Gly Ala His Asn 
1365 1370 1375 



Cys Asp Met His Ala Ser Cys Leu Asn He Pro Gly Ser Phe Lys Cys 
1380 1385 1390 

Ser Cys Arg Glu Gly Trp He Gly Asn Gly lie Lys Cys He Asp Leu 
1395 1400 1405 

Asp Glu Cys Ser Asn Gly Thr His Gin Cys Ser He Asn Ala Gin Cys 
1410 1415 1420 

Val Asn Thr Pro Gly Ser Tyr Arg Cys Ala .Cys Ser Glu Gly Phe Thr 
1425 1430 1435 1440 

Gly Asp Gly Phe Thr Cys Ser Asp Val Asp Glu Cys Ala Glu Asn He 
1445 1450 1455 

Asn Leu Cys Glu Asn Gly Gin Cys Leu Asn Val Pro Gly Ala Tyr Arg 
1460 1465 1470 

Cys Glu Cys Glu Met Gly Phe Thr Pro Ala Ser Asp Ser Arg Ser Cys 
1475 1480 1485 

Gin Asp He Asp Glu Cys Ser Phe Gin Asn He Cys Val Ser Gly Thr 
1490 1495 1500 

Cys Asn Asn Leu * Pro Gly Met Phe His Cys He Cys Asp Asp Gly Tyr 
1505 1510 1515 1520 

Glu Leu Asp Arg Thr Gly Gly Asn Cys Thr Asp He Asp Glu Cys Ala 
1525 1530 1535 

Asp Pro He Asn Cys Val Asn Gly Leu Cys Val Asn Thr Pro Gly Arg 
1540 1545 1550 

Tyr Glu Cys Asn Cys Pro Pro Asp Phe Gin Leu Asn Pro Thr Gly Val 
1555 1560 1565 

Gly Cys Val Asp Asn Arg Val Gly Asn Cys Tyr Leu Lys Phe Gly Pro 
1570 1575 1580 

Arg Gly Asp Gly Ser Leu Ser Cys Asn Thr Glu He Gly Val Gly Val 
1585 1590 1595 1600 

Ser Arg Ser Ser Cys Cys Cys Ser Leu Gly Lys Ala Trp Gly Asn Pro 
1605 1610 1615 
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Cys Glu Thr Cys Pro Pro Val Asn Ser Thr Glu Tyr Tyr Thr Leu Cys 
1620 1625 1630 

Pro Gly Gly Glu Gly Phe Arg Pro Asn Pro He Thr He He Leu Glu 
1635 1640 1645 

Asp He Asp Glu Cys Gin Glu Leu Pro Gly Leu Cys Gin Gly Gly Asn 
1650 1655 1660 

Cys He Asn Thr Phe Gly Ser Phe Gin Cys Glu Cys Pro Gin Gly Tyr 
1665 1670 1675 1680 

Tyr Leu Ser Glu Asp Thr Arg He Cys Glu Asp He Asp Glu Cys Phe 
1685 1690 1695 

Ala His Pro Gly Val Cys Gly Pro Gly Thr Cys Tyr Asn Thr Leu Gly 
1700 1705 1710 

Asn Tyr Thr Cys He Cys Pro Pro Glu Tyr Met Gin Val Asn Gly Gly 
1715 1720 1725 

His Asn Cys Met Asp Met Arg Lys Ser Phe Cys Tyr Arg Ser Tyr Asn 
1730 1735 1740 

Gly Thr Thr Cys Glu Asn Glu Leu Pro Phe Asn Val Thr Lys Arg Met 
1745 1750 1755 1760 

Cys Cys Cys Thr" Tyr Asn Val Gly Lys 'Ala Gly Asn Lys Pro Cys Glu 
1765 1770 1775 

Pro Cys Pro Thr Pro Gly Thr Ala Asp Phe Lys Thr He Cys Gly Asn 
1780 1785 1790 

He Pro Gly Phe Thr Phe Asp He His Thr Gly Lys Ala Val Asp He 
1795 1800 1805 

Asp Glu Cys Lys Glu He Pro Gly He Cys Ala Asn Gly Val Cys He 
1810 1815 1820 

Asn Gin He Gly Ser Phe Arg Cys Glu Cys Pro Thr Gly Phe Ser Tyr 
1825 1830 1835 1840 

Asn Asp Leu Leu Leu Val Cys Glu Asp He Asp Glu Cys Ser Asn Gly 
1845 1850 1855 

Asp Asn Leu Cys Gin Arg Asn Ala Asp Cys He Asn Ser Pro Gly Ser 
1860 1865 1870 



67 



r 



Tyr Arg Cys Glu Cys Ala Ala Gly Phe Lys Leu Ser Pro Asn Gly Ala 

1875 1880 1885 

Cys Val Asp Arg Asn Glu Cys Leu Glu lie Pro Asn Val Cys Ser His 

1890 1895 1900 

Gly Leu Cys Val Asp Leu Gin Gly Ser Tyr Gin Cys lie Cys His Asn 

1905 1910 1915 1920 

Gly Phe Lys Ala Ser Gin Asp Gin Thr Met Cys Met Asp Val Asp Glu 

1925 1930 1935 

Cys Glu Arg His Pro Cys Gly Asn Gly Thr Cys Lys Asn Thr Val Gly 

1940 1945 1950 

Ser Tyr Asn Cys Leu Cys Tyr Pro Gly Phe Glu Leu Thr His Asn Asn 

1955 1960 1965 

Asp Cys Leu Asp lie Asp Glu Cys Ser Ser Phe Phe Gly Gin Val Cys 

1970 1975 1980 

Arg Asn Gly Arg Cys Phe Asn Glu lie Gly Ser Phe Lys Cys Leu Cys 

1985 1990 1995 2000 

Asn Glu Gly Tyr Glu Leu Thr Pro Asp Gly Lys Asn Cys lie Asp Thr 

2005 2010 2015 

Asn Glu Cys Val Ala Leu Pro Gly Ser Cys Ser Pro Gly Thr Cys Gin 

2020 2025 2030 

Asn Leu Glu Gly Ser Phe Arg Cys lie Cys Pro Pro Gly Tyr Glu Val 

2035 2040 2045 

Lys Ser Glu Asn Cys lie Asp lie Asn Glu Cys Asp Glu Asp Pro Asn 

2050 2055 2060 

He Cys Leu Phe Gly Ser Cys Thr Asn Thr Pro Gly Gly Phe Gin Cys 

2065 2070 2075 2080 

Leu Cys Pro Pro Gly Phe Val Leu Ser Asp Asn Gly Arg Arg Cys Phe 

2085 2090 2095 

Asp Thr Arg Gin . Ser Phe Cys Phe Thr Asn Phe Glu Asn Gly Lys Cys 

2100 2105 2110 



Ser Val Pro Lys Ala Phe Asn Thr Thr Lys Ala Lys Cys Cys Cys Ser 
2115 2120 2125 
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Lys Met Pro Gly Glu Gly Trp Gly Asp Pro Cys Glu Leu Cys Pro Lys 
2130 2135 2140 



Asp Asp Glu Val Ala Phe Gin Asp Leu Cys Pro Tyr Gly His Gly Thr 
2145 2150 2155 2160 

Val Pro Ser Leu His Asp Thr Arg Glu Asp Val Asn Glu Cys Leu Glu 
2165 2170 2175 

Ser Pro Gly lie Cys Ser Asn Gly Gin Cys He Asn Thr Asp Gly Ser 
2180 2185 2190 

Phe Arg Cys Glu Cys Pro Met Gly Tyr Asn Leu Asp Tyr Thr Gly Val 
2195 2200 2205 

Arg Cys Val Asp Thr Asp Glu Cys Ser He Gly Asn Pro Cys Gly Asn 
2210 2215 2220 

Gly Thr Cys Thr Asn Val He Gly Ser Phe Glu Cys Asn Cys Asn Glu 
2225 2230 2235 2240 

Gly Phe Glu Pro Gly Pro Met Met Asn Cys Glu Asp He Asn Glu Cys 
2245 2250 2255 

Ala Gin Asn Pro Leu Leu Cys Ala Leu Arg Cys Met Asn Thr Phe Gly 
2260 2265 2270 

Ser Tyr Glu Cys Thr Cys Pro He Gly Tyr Ala Leu Arg Glu Asp Gin 
2275 2280 2285 

Lys Met Cys Lys Asp Leu Asp Glu Cys Ala Glu Gly Leu His Asp Cys 
2290 2295 2300 

Glu Ser Arg Gly Met Met Cys Lys Asn Leu He Gly Thr Phe Met Cys 
2305 2310 2315 2320 

He Cys Pro Pro Gly Met Ala Arg Arg Pro Asp Gly Glu Gly Cys Val 
2325 2330 2335 

Asp Glu Asn Glu Cys Arg Thr Lys Pro Gly He Cys Glu Asn Gly Arg 
2340 2345 2350 

Cys Val Asn He He Gly Ser Tyr Arg Cys Glu Cys Asn Glu Gly Phe 
2355 2360 2365 

Gin Ser Ser Ser Ser Gly Thr Glu Cys Leu Asp Asn Arg Gin Gly Leu 
2370 2375 2380 
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Cys Phe Ala Glu Val Leu Gin Thr He Cys Gin Met Ala Ser Ser Ser 
2385 2390 2395 2400 

Arg Asn Leu Val Thr Lys Ser Glu Cys Cys Cys Asp Gly Gly Arg Gly 
2405 2410 2415 

Trp Gly His Gin Cys Glu Leu Cys Pro Leu Pro Gly Thr Ala Gin Tyr 
2420 2425 2430 

Lys Lys He Cys Pro His Gly Pro Gly Tyr Thr Thr Asp Gly Arg Asp 
2435 2440 2445 

He Asp Glu Cys Lys Val Met Pro Asn Leu Cys Thr Asn Gly Gin Cys 
2450 2455 2460 

He Asn Thr Met Gly Ser Phe Arg Cys Phe Cys Lys Val Gly Tyr Thr 
2465 2470 2475 2480 

Thr Asp He Ser Gly Thr Ser Cys He Asp Leu Asp Glu Cys Ser Gin 
2485 2490 2495 

Ser Pro Lys Pro Cys Asn Tyr He Cys Lys Asn Thr Glu Gly Ser Tyr 
2500 2505 2510 

Gin Cys Ser Cys Pro Arg Gly Tyr Val Leu Gin Glu Asp Gly Lys Thr 
2515 2520 2525 

Cys Lys Asp Leu Asp Glu Cys Gin Thr Lys Gin His Asn Cys Gin Phe 
2530 2535 2540 

Leu Cys Val Asn Thr Leu Gly Gly Phe Thr Cys Lys Cys Pro Pro Gly 
2545 2550 2555 2560 

Phe Thr Gin His His Thr Ala Cys He Asp Asn Asn Glu Cys Gly Ser 
2565 2570 2575 

Gin Pro Leu Leu Cys Gly Gly Lys Gly He Cys Gin Asn Thr Pro Gly 
2580 2585 2590 

Ser Phe Ser Cys Glu Cys Gin Arg Gly Phe Ser Leu Asp Ala Thr Gly 
2595 2600 2605 

Leu Asn Cys Glu Asp Val Asp Glu Cys Asp Gly Asn His Arg Cys Gin 
2610 2615 2620 



His Gly Cys Gin Asn He Leu Gly Gly Tyr Arg Cys Gly Cys Pro Gin 
2625 2630 2635 2640 
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Gly Tyr He Gin His Tyr Gin Trp Asn Gin Cys Val Asp Glu Asn Glu 
2645 2650 2655 

Cys Ser Asn Pro Asn Ala Cys Gly Ser Ala Ser Cys Tyr Asn Thr Leu 
2660 2665 2670 

Gly Ser Tyr Lys Cys Ala Cys Pro Ser Gly Phe Ser Phe Asp Gin Phe 
2675 2680 2685 

Ser Ser Ala Cys His Asp Val Asn Glu Cys Ser Ser Ser Lys Asn Pro 
2690 2695 2700 

Cys Asn Tyr Gly Cys Ser Asn Thr Glu Gly Gly Tyr Leu Cys Gly Cys 
2705 2710 2715 2720 

Pro Pro Gly Tyr Tyr Arg Val Gly Gin Gly His Cys Val Ser Gly Met 
2725 2730 2735 

Gly Phe Asn Lys Gly Gin Tyr Leu Ser Leu Asp Thr Glu Val Asp Glu 
2740 2745 2750 

Glu Asn Ala Leu Ser Pro Glu Ala Cys Tyr Glu Cys Lys He Asn Gly 
2755 2760 2765 

Tyr Pro Lys Lys Asp Ser Arg Gin Lys Arg Ser He His Glu Pro Asp 
2770 2775 2780 

Pro Thr Ala Val Glu Gin He Ser Leu Glu Ser Val Asp Met Asp Ser 
2785 2790 2795 2800 

Pro Val Asn Met Lys Phe Asn Leu Ser His Leu Gly Ser Lys Glu His 
2805 2810 2815 

He Leu Glu Leu Arg Pro Ala He Gin Pro Leu Asn Asn His He Arg 
2820 2825 2830 

Tyr Val He Ser Gin Gly Asn Asp Asp Ser Val Phe Arg He His Gin 
2835 2840 2845 

Arg Asn Gly Leu Ser Tyr Leu His Thr Ala Lys Lys Lys Leu Met Pro 
2850 2855 2860 

Gly Thr Tyr Thr Leu Glu He Thr Ser He Pro Leu Tyr Lys Lys Lys 
2865 2870 2875 2880 

Glu Leu Lys Lys Leu Glu Glu Ser Asn Glu Asp Asp Tyr Leu Leu Gly 
2885 2890 2895 
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Giu Leu Gly Glu Ala Leu Arg Met Arg Leu Gin lie Gin Leu Tyr 
2900 2905 2910 



<210> 69 

<211> 2135 

<212> DNA 

<213> Homo sapiens 



<400> 69 

gcagggggac agttgttagt gttgcactct gaaagagctg ttggttaatt cctgccttcc 60 
tcccttttcc cagtccactt cgactgctca gggaagtaca gatgtcgctc atcctttaag 120 
tgtatcgagc tgatagctcg atgtgacgga gtctcggatt gcaaagacgg ggaggacgag 180 
taccgctgtg tccgggtggg tggtcagaat gccgtgctcc aggtgttcac agctgcttcg 240 
tggaagacca tgtgctccga tgactggaag ggtcactacg caaatgttgc ctgtgcccaa 300 
ctgggtttcc caagctatgt gagttcagat aacctcagag tgagctcgct ggaggggcag 360 
ttccgggagg agtttgtgtc catcgatcac ctcttgccag atgacaaggt gactgcatta 420 
caccactcag tatatgtgag ggagggatgt gcctctggcc acgtggttac cttgcagtgc 480 
acagcctgtg gtcatagaag gggctacagc tcacgcatcg tgggtggaaa catgtccttg 540 
ctctcgcagt ggccctggca ggccagcctt cagttccagg gctaccacct gtgcgggggc 600 
tctgtcatca cgcccctgtg gatcatcact gctgcacact gtgtttatga cttgtacctc 660 
cccaagtcat ggaccatcca ggtgggtcta gtttccctgt tggacaatcc agccccatcc 720 
cacttggtgg agaagattgt ctaccacagc aagtacaagc caaagaggct gggcaatgac 780 
atcgccctta tgaagctggc cgggccactc acgttcaatg aaatgatcca gcctgtgtgc 840 
ctgcccaact ctgaagagaa cttccccgat ggaaaagtgt gctggacgtc aggatggggg 900 
gccacagagg atggagcagg tgacgcctcc cctgtcctga accacgcggc cgtccctttg 960 
atttccaaca agatctgcaa ccacagggac gtgtacggtg gcatcatctc cccctccatg 1020 
ctctgcgcgg gctacctgac gggtggcgtg gacagctgcc agggggacag cggggggccc 1080 
ctggtgtgtc aagagaggag gctgtggaag ttagtgggag cgaccagctt tggcatcggc 1140 
tgcgcagagg tgaacaagcc tggggtgtac acccgtgtca cctccttcct ggactggatc 1200 
cacgagcaga tggagagaga cctaaaaacc tgaagaggaa ggggacaagt agccacctga 1260 
gttcctgagg tgatgaagac agcccgatcc tcccctggac tcccgtgtag gaacctgcac 1320 
acgagcagac acccttggag ctctgagttc cggcaccagt agcaggcccg aaagaggcac 1380 
ccttccatct gattccagca caaccttcaa gctgcttttt gttttttgtt tttttgaggt 1440 
ggagtctcgc tctgttgccc aggctggagt gcagtggcga aatccctgct cactgcagcc 1500 
tccgcttccc tggttcaagc gattctcttg cctcagcttc cccagtagct gggaccacag 1560 
gtgcccgcca ccacacccaa ctaatttttg tatttttagt agagacaggg tttcaccatg 1620 
ttggccaggc tgctctcaaa cccctgacct caaatgatgt gcctgcttca gcctcccaca 1680 
gtgctgggat tacaggcatg ggccaccacg cctagcctca cgctcctttc tgatcttcac 1740 
taagaacaaa agaagcagca acttgcaagg gcggcctttc ccactggtcc atctggtttt 1800 
ctctccaggg gtcttgcaaa attcctgacg agataagcag ttatgtgacc tcacgtgcaa 1860 
agccaccaac agccactcag aaaagacgca ccagcccaga agtgcagaac tgcagtcact 1920 
gcacgttttc atctctaggg accagaacca aacccaccct ttctacttcc aagacttatt 1980 
ttcacatgtg gggaggttaa tctaggaatg actcgtttaa ggcctatttt catgatttct 2040 
ttgtagcatt tggtgcttga cgtattattg tcctttgatt ccaaataata tgtttccttc 2100 
cctcaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaa 2135 
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<210> 70 
<211> 790 
<212> PRT 
<213> Sus scrofa 

<400> 70 

Asp Ser Leu Asp Asp Tyr Val Asn Thr Gin Gly Ala Phe Leu Phe Ser 
15 10 15 

Leu Ser Arg Lys Gin Val Ala Ala Arg Ser Val Glu Glu Cys Ala Ala 
20 25 30 

Lys Cys Glu Ala Glu Thr Asn Phe lie Cys Arg Ala Phe Gin Tyr His 
35 40 45 

Ser Lys Asp Gin Gin Cys Val Val Met Ala Glu Asn Ser Lys Thr Ser 
50 55 60 

Pro lie Ala Arg Met Arg Asp Val Val Leu Phe Glu Lys Arg lie Tyr 
65 70 75 80 

Leu Ser Glu Cys Lys Thr Gly Asn Gly Lys Asn Tyr Arg Gly Thr Thr 
85 90 95 

Ser Lys Thr Lys Ser Gly Val He Cys Gin Lys Trp Ser Val Ser Ser 
100 105 110 

Pro His He Pro Lys Tyr Ser Pro Glu Lys Phe Pro Leu Ala Gly Leu 
115 120 125 

Glu Glu Asn Tyr Cys Arg Asn Pro Asp Asn Asp Glu Lys Gly Pro Trp 
130 135 140 

Cys Tyr Thr Thr Asp Pro Glu Thr Arg Phe Asp Tyr Cys Asp lie Pro 
145 150 155 160 

Glu Cys Glu Asp Glu Cys Met His Cys Ser Gly Glu His Tyr Glu Gly 
165 170 175 

Lys He Ser Lys Thr Met Ser Gly He Glu Cys Gin Ser Trp Gly Ser 
180 185 190 

Gin Ser Pro His Ala His Gly Tyr Leu Pro Ser Lys Phe Pro Asn Lys 
195 200 205 

Asn Leu Lys Met Asn Tyr Cys Arg Asn Pro Asp Gly Glu Pro Arg Pro 
210 215 220 
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Trp Cys Phe Thr Thr Asp Pro Asn Lys Arg Trp Glu Phe Cys Asp lie 
225 230 235 240 



Pro Arg Cys Thr Thr 
245 

Leu Lys Gly Arg Gly 
260 

Ser Gly His Thr Cys 
275 

Asn Arg Thr Pro Giu 
290 

Cys Arg Asn Pro Asp 
305 

Ser Glu Val Arg Trp 
325 

Thr Thr Ser Thr Glu 
340 

Pro Val Ala Gin Asp 
355 

Thr Ser Ser Thr Thr 
370 

Met Thr Pro His Arg 
385 

Gly Leu Thr Met Asn 
405 

Trp Cys Tyr Thr Thr 
420 

Lys Lys Cys Ser Glu 
435 

Ala Gin Val Pro Ser 
450 

Asn Gly Lys Arg Tyr 
465 



Pro Pro Pro Thr Ser Gly 
250 

Giu Asn Tyr Arg Gly Thr 
265 

Gin Arg Trp Ser Ala Gin 
280 

Asn Phe Pro Cys Lys Asn 
295 

Gly Glu Thr Ala Pro Trp 
310 315 

Asp Tyr Cys Lys lie Pro 
330 

His Leu Asp Ala Pro Val 
345 

Cys Tyr Arg Gly Asn Gly 
360 

lie Thr Gly Arg Lys Cys 
375 

His Glu Lys Thr Pro Gly 
390 395 

Tyr Cys Arg Asn Pro Asp 
410 

Asp Pro Arg Val Arg Trp 
425 

Thr Glu Gin Gin Val Thr 
440 

Val Glu Asp Leu Ser Glu 
455 

Arg Gly Lys Arg Ala Thr 
470 475 



Pro Thr Tyr Gin Cys 
255 

Val Ser Val Thr Ala 
270 

Ser Pro His Lys His 
285 

Leu Glu Glu Asn Tyr 
300 

Cys Tyr Thr Thr Asp 
320 

Ser Cys Gly Ser Ser 
335 

Pro Pro Glu Gin Thr 
350 

Glu Ser Tyr Arg Gly 
365 

Gin Ser Trp Val Ser 
380 

Asn Phe Pro Asn Ala 
400 

Ala Asp Lys Ser Pro 
415 

Glu Tyr Cys Asn Leu 

430 

Asn Phe Pro Ala lie 
445 

Asp Cys Met Phe Gly 
460 

Thr Val Ala Gly Val 
480 
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f 



Pro Cys Gin Glu Trp Ala Ala Gin Glu Pro His Arg His Ser He Phe 
485 ' 490 495 

Thr Pro Glu Thr Asn Pro Arg Ala Gly Leu Glu Lys Asn Tyr Cys Arg 
500 505 510 

Asn Pro Asp Gly Asp Asp Asn Gly Pro Trp Cys Tyr Thr Thr Asn Pro 
515 520 525 

Gin Lys Leu Phe Asp Tyr Cys Asp Val Pro Gin Cys Val Thr Ser Ser 
530 535 540 

Phe Asp Cys Gly Lys Pro Lys Val Glu Pro Lys Lys Cys Pro Ala Arg 
545 550 555 560 

Val Val Gly Gly Cys Val Ser lie Pro His Ser Trp Pro Trp Gin He 
565 570 575 

Ser Leu Arg Tyr Arg Tyr Arg Gly His Phe Cys Gly Gly Thr Leu He 
580 585 590 

Ser Pro Glu Trp Val Leu Thr Ala Lys His Cys Leu Glu Lys Ser Ser 
595 600 605 

Ser Pro Ser Ser Tyr Lys Val He Leu Gly Ala His Glu Glu Tyr His 
610 615 620 

Leu Gly Glu Gly Val Gin Glu He Asp Val Ser Lys Leu Phe Lys Glu 
625 630 635 640 

Pro Ser Glu Ala Asp He Ala Leu Leu Lys Leu Ser Ser Pro Ala Val 
645 650 655 

He Thr Asp Lys Val He Pro Ala Cys Leu Pro Thr Pro Asn Tyr Val 
660 665 670 

Val Ala Asp Arg Thr Ala Cys Tyr He Thr Gly Trp Gly Glu Thr Lys 
675 680 685 

Gly Thr Tyr Gly Ala Gly Leu Leu Lys Glu Ala Arg Leu Pro Val He 
690 695 700 

Glu Asn Lys Val Cys Asn Arg Tyr Glu Tyr Leu Gly Gly Lys Val Ser 
705 710 715 720 



Pro Asn Glu Leu Cys Ala Gly His Leu Ala Gly Gly He Asp Ser Cys 
725 730 735 
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Gin Gly Asp Ser Gly Gly Pro Leu Val Cys Phe Glu Lys Asp Lys Tyr 
740 745 750 



lie Leu Gin Gly Val Thr Ser Trp Gly Leu Gly Cys Ala Leu Pro Asn 
755 760 765 

Lys Pro Gly Val Tyr Val Arg Val Ser Arg Phe Val Thr Trp He Glu 
770 775 780 

Glu He Met Arg Arg Asn 
785 790 



<210> 71 
<211> 812 
<212> PRT 
<213> Bos taurus 

<400> 71 

Met Leu Pro Ala Ser Pro Lys Met Glu His Lys Ala Val Val Phe Leu 
15 10 15 

Leu Leu Leu Phe Leu Lys Ser Gly Leu Gly Asp Leu Leu Asp Asp Tyr 
20 25 30 

Val Asn Thr Gin Gly Ala Ser Leu Leu Ser Leu Ser Arg Lys Asn Leu 
35 40 45 

Ala Gly Arg Ser Val Glu Asp Cys Ala Ala Lys Cys Glu Glu Glu Thr 
50 55 60 

Asp Phe Val Cys Arg Ala Phe Gin Tyr His Ser Lys Glu Gin Gin Cys 
65 70 75 80 

Val Val Met Ala Glu Asn Ser Lys Asn Thr Pro Val Phe Arg Met Arg 
85 90 95 

Asp Val He Leu Tyr Glu Lys Arg He Tyr Leu Leu Glu Cys Lys Thr 
100 105 110 

Gly Asn Gly Gin Thr Tyr Arg Gly Thr Thr Ala Glu Thr Lys Ser Gly 
115 120 125 

Val Thr Cys Gin Lys Trp Ser Ala Thr Ser Pro His Val Pro Lys Phe 
130 135 140 



Ser Pro Glu Lys Phe Pro Leu Ala Gly Leu Glu Glu Asn Tyr Cys Arg 
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145 



150 



155 



160 



Asn Pro Asp Asn Asp Glu Asn Gly Pro Trp Cys Tyr Thr Thr Asp Pro 
165 170 175 

Asp Lys Arg Tyr Asp Tyr Cys Asp lie Pro Glu Cys Glu Asp Lys Cys 
180 185 190 

Met His Cys Ser Gly Glu Asn Tyr Glu Gly Lys lie Ala Lys Thr Met 
195 200 205 

Ser Gly Arg Asp Cys Gin Ala Trp Asp Ser Gin Ser Pro His Ala His 
210 215 220 

Gly Tyr lie Pro Ser Lys Phe Pro Asn Lys Asn Leu Lys Met Asn Tyr 
225 230 235 240 

Cys Arg Asn Pro Asp Gly Glu Pro Arg Pro Trp Cys Phe Thr Thr Asp 
245 250 255 

Pro Gin Lys Arg Trp Glu Phe Cys Asp He Pro Arg Cys Thr Thr Pro 
260 265 270 

Pro Pro Ser Ser Gly Pro Lys Tyr Gin Cys Leu Lys Gly Thr Gly Lys 
275 280 285 

Asn Tyr Gly Gly Thr Val Ala Val Thr Glu Ser Gly His Thr Cys Gin 
290 295 300 

Arg Trp Ser Glu Gin Thr Pro His Lys His Asn Arg Thr Pro Glu Asn 
305 310 315 320 

Phe Pro Cys Lys Asn Leu Glu Glu Asn Tyr Cys Arg Asn Pro Asn Gly 
325 330 335 

Glu Lys Ala Pro Trp Cys Tyr Thr Thr Asn Ser Glu Val Arg Trp Glu 
340 345 350 

Tyr Cys Thr He Pro Ser Cys Glu Ser Ser Pro Leu Ser Thr Glu Arg 
355 360 365 

Met Asp Val Pro Val Pro Pro Glu Gin Thr Pro Val Pro Gin Asp Cys 
370 375 380 

Tyr His Gly Asn Gly Gin Ser Tyr Arg Gly Thr Ser Ser Thr Thr He 
385 390 395 400 



Thr Gly Arg Lys Cys Gin Ser Trp Ser Ser Met Thr Pro His Arg His 
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405 



410 



415 



Leu Lys Thr Pro Glu Asn Tyr Pro Asn Ala Gly Leu Thr Met Asn Tyr 
420 425 430 

Cys Arg Asn Pro Asp Ala Asp Lys Ser Pro Trp Cys Tyr Thr Thr Asp 
435 440 445 

Pro Arg Val Arg Trp Glu Phe Cys Asn Leu Lys Lys Cys Ser Glu Thr 
450 455 460 

Pro Glu Gin Val Pro Ala Ala Pro Gin Ala Pro Gly Val Glu Asn Pro 
465 470 475 480 

Pro Glu Ala Asp Cys Met lie Gly Thr Gly Lys Ser Tyr Arg Gly Lys 
485 490 495 

Lys Ala Thr Thr Val Ala Gly Val Pro Cys Gin Glu Trp Ala Ala Gin 
500 505 510 

Glu Pro His Gin His Ser lie Phe Thr Pro Glu Thr Asn Pro Gin Ser 

515 520 525 

Gly Leu Glu Arg Asn Tyr Cys Arg Asn Pro Asp Gly Asp Val Asn Gly 
530 535 540 

Pro Trp Cys Tyr Thr Met Asn Pro Arg Lys Pro Phe Asp Tyr Cys Asp 
545 550 555 560 

Val Pro *Gln Cys Glu Ser Ser Phe Asp Cys Gly Lys Pro Lys Val Glu 
565 570 575 

Pro Lys Lys Cys Ser Gly Arg lie Val Gly Gly Cys Val Ser Lys Pro 
580 585 590 

His Ser Trp Pro Trp Gin Val Ser Leu Arg Arg Ser Ser Arg His Phe 
595 600 605 

Cys Gly Gly Thr Leu He Ser Pro Lys Trp Val Leu Thr Ala Ala His 
610 615 620 

Cys Leu Asp Asn He Leu Ala Leu Ser Phe Tyr Lys Val He Leu Gly 
625 630 635 640 

Ala His Asn Glu Lys Val Arg Glu Gin Ser Val Gin Glu He Pro Val 
645 650 655 



Ser Arg Leu Phe Arg Glu Pro Ser Gin Ala Asp He Ala Leu Leu Lys 



78 



660 



665 



670 



Leu Ser Arg Pro Ala lie lie Thr Lys Glu Val lie Pro Ala Cys Leu 

675 680 685 

Pro Pro Pro Asn Tyr Met Val Ala Ala Arg Thr Glu Cys Tyr lie Thr 

690 695 700 

Gly Trp Gly Glu Thr Gin Gly Thr Phe Gly Glu Gly Leu Leu Lys Glu 
705 710 715 720 

Ala His Leu Pro Val lie Glu Asn Lys Val Cys Asn Arg Asn Glu Tyr 
725 730 735 

Leu Asp Gly Arg Val Lys Pro Thr Glu Leu Cys Ala Gly His Leu lie 
740 745 750 

Gly Gly Thr Asp Ser Cys Gin Gly Asp Ser Gly Gly Pro Leu Val Cys 
755 760 765 

Phe Glu Lys Asp Lys Tyr lie Leu Gin Gly Val Thr Ser Trp Gly Leu 
770 775 780 

Gly Cys Ala Arg Pro Asn Lys Pro Gly Val Tyr Val Arg Val Ser Pro 
785 790 795 800 



Tyr Val Pro Trp lie Glu Glu Thr Met Arg Arg Asn 
805 810 



<210> 72 
<211> 229 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Consensus 
Sequence 

<400> 72 

Arg lie Val Gly Gly Ser Glu Ala Asn He Gly Ser Phe Pro Trp Gin 
15 10 15 

Val Ser Leu Gin Tyr Arg Gly Gly Gly Arg His Phe Cys Gly Gly Ser 
20 25 30 

Leu lie Ser Pro Arg Trp Val Leu Thr Ala Ala His Cys Val Tyr Gly 
35 40 45 
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Ser Asp Ser Ser lie Arg Val Arg Leu Gly Ser His Asp Leu Ser Ser 
50 55 60 

Gly Glu Glu Thr Gin Thr Val Lys Val Ser Lys Val He Val His Pro 
65 70 75 80 

Asn Tyr Asn Pro Ser Thr Tyr Asp Asn Asp He Ala Leu Leu Lys Leu 
85 90 95 

Lys Glu Pro Val Thr Leu Ser Asp Thr Val Arg Pro He Cys Leu Pro 
100 105 110 

Ser Ser Gly Tyr Asn Val Pro Ala Gly Thr Thr Cys Thr Val Ser Gly 
115 120 125 

Trp Gly Arg Thr Ser Glu Ser Gly Gly Ser Leu Pro Asp Thr Leu Gin 
130 135 140 

Glu Val Asn Val Pro He Val Ser Asn Ala Thr Cys Arg Arg Ala Tyr 
145 150 155 160 

Ser Gly Gly Ala He Thr Asp Asn Met Leu Cys Ala Gly Gly Leu Glu 
165 170 175 

Gly Gly Lys Asp Ala Cys Gin Gly Asp Ser Gly Gly Pro Leu Val Cys 
180 185 190 

Asn Asp Asn Arg Trp Val Leu Val Gly He Val Ser Trp Gly Ser Asp 
195 200 205 

Gly Cys Ala Arg Pro Asn Lys Pro Gly Val Tyr Thr Arg Val Ser Ser 
210 215 220 



Tyr Leu Asp Trp He 
225 



<210> 73 

<211> 2646 

<212> DNA 

<213> Homo sapiens 

<400> 73 

atcagcaaca attaaaatat 

atttgaataa aacagcagag 

gattcaagat gttcttggca 

tcattatgaa aatttccatc 



tcacgtggta tctgtagttt 
tcagcatctt cagagaaaaa 
gccctgtcat tcagctatat 
actcaaatag aaaggagatt 



aataatggac caacatcaac 60 

gaaaacaaga cgctgcaatg 120 

tgctaaagca ctaggtggaa 180 

tgacatatcc tcttctcttg 240 
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ctggtttaat tgatggaagc tttgaaattg gaaatttgct tgtgattgta tttgtaagtt 300 

actttggatc taaactacac agaccgaagt taattggaat tggttgtctc cttatgggaa 360 

ctggaagtat tttgacatct ttaccacatt tcttcatggg atattatagg tattctaaag 420 

aaacccatat taatccatca gaaaattcaa catcaagttt atcaacctgt ttaattaatc 480 

aaaccttatc attcaatgga acatcacctg agatagtaga aaaagattgt gtaaaggaat 540 

ctgggtcaca catgtggatc tatgtcttca tggggaatat gcttcgtggc ataggggaaa 600 

cccccatagt accattgggg atttcataca ttgatgattt tgcaaaagaa ggacattctt 660 

ccttgtattt aggtagtttg aatgcaatag gaatgattgg tccagtcatt ggctttgcac 720 

tgggatctct gtttgctaaa atgtacgtgg atattggata tgtagatctg agcactatca 780 

gaataactcc taaggactct cgttgggttg gagcttggtg gcttggtttc cttgtgtctg 840 

gactattttc cattatttct tccataccat tttttttctt gccgaaaaat ccaaataaac 900 

cacaaaaaga aagaaaaatt tcactatcat tgcatgtgct gaaaacaaat gatgatagaa 960 

atcaaacagc taatttgacc aaccaaggaa aaaatgttac caaaaatgtg actggttttt 1020 

tccagtcttt gaaaagcatc cttaccaatc ccctgtatgt tatatttctg cttttgacat 1080 

tgttacaagt aagcagcttt attggttctt ttacttacgt ctttaaatat atggagcaac 1140 

agtacggtca gtctgcatct catgctaact ttttgttggg aatcataacc attcctacgg 1200 

ttgcaactgg aatgttttta ggaggattta tcattaaaaa attcaaattg tctttagttg 1260 

gaattgccaa attttcattt cttacttcga tgatatcctt cttgtttcaa cttctatatt 1320 

tccctctaat ctgcgaaagc aaatcagttg ccggcctaac cttgacctat gatggaaata 1380 

attcagtggc atctcatgta gatgtaccac tttcttattg caactcagag tgcaattgtg 1440 

atgaaagtca gtgggaacca gtctgtggga acaatggaat aacttacctg tcaccttgtc 1500 

tagcaggatg caaatcctca agtggtatta aaaagcatac agtgttttat aactgtagtt 1560 

gtgtggaagt aactggtctc cagaacagaa attactcagc acacttgggt gaatgcccaa 1620 

gagataatac ttgtacaagg aaatttttca tctatgttgc aattcaagtc ataaactctt 1680 

tgttctctgc aacaggaggt accacattta tcttgttgac tgtgaagatt gttcaacctg 1740 

aattgaaagc acttgcaatg ggtttccagt caatggttat aagaacacta ggaggaattc 1800 

tagctccaat atattttggg gctctgattg ataaaacatg tatgaagtgg tccaccaaca 1860 

gctgtggagc acaaggagct tgtaggatat ataattccgt attttttgga agggtctact 1920 

tgggcttatc tatagcttta agattcccag cacttgtttt atatattgtt ttcatttttg 1980 

ctatgaagaa aaaatttcaa ggaaaagata ccaaggcatc ggacaatgaa agaaaagtaa 2040 

tggatgaagc aaacttagaa ttcttaaata atggtgaaca ttttgtacct tctgctggaa 2100 

cagatagtaa aacatgtaat ttggacatgc aagacaatgc tgctgccaac taacattgca 2160 

ttgattcatt aagatgttat ttttgaggtg ttcctggtct ttcactgaca attccaacat 2220 

tctttactta cagtggacca atggataagt ctatgcatct ataataaact ataaaaaatg 2280 

ggagtaccca tggttaggat atagctatgc ctttatggtt aagattagaa tatatgatcc 2340 

ataaaattta aagtgagagg catggttagt gtgtgataca ataaaaagta attgtttggt 2400 

agttgtaact gctaataaaa ccagtgacta gaatataagg gaggtaaaaa ggacaagata 2460 

gattaatagc ctaaataaag agaaaagcct gatgccttta aaaaatgaaa cactttggat 2520 

gtattactta ggccaaaatc tggcctggat ttatgctata atatatattt tcatgttaag 2580 

ttgtatattt ttcagaaatt ataaatatta ttaatttaaa attcgaaaaa aaaaaaaaaa 2640 

aaaaaa 2646 



<210> 74 
<211> 691 
<212> PRT 

<213> Homo sapiens 
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<400> 74 

Met Asp Gin Asn Gin His Leu Asn Lys Thr Ala Glu Ala Gin Pro Ser 
15 10 15 

Glu Asn Lys Lys Thr Arg Tyr Cys Asn Gly Leu Lys Met Phe Leu Ala 
20 25 30 

Ala Leu Ser Leu Ser Phe lie Ala Lys Thr Leu Gly Ala He lie Met 
35 40 45 

Lys Ser Ser He He His He Glu Arg Arg Phe Glu He Ser Ser Ser 
50 55 60 

Leu Val Gly Phe He Asp Gly Ser Phe Glu He Gly Asn Leu Leu Val 
65 70 75 80 

He Val Phe Val Ser Tyr Phe Gly Ser Lys Leu His Arg Pro Lys Leu 
85 90 95 

He Gly He Gly Cys Phe He Met Gly He Gly Gly Val Leu Thr Ala 
100 105 110 

Leu Pro His Phe Phe Met Gly Tyr Tyr Arg Tyr Ser Lys Glu Thr Asn 
115 120 125 

He Asn Ser Ser Glu Asn Ser Thr Ser Thr Leu Ser Thr Cys Leu He 
130 135 140 

Asn Gin He Leu Ser Leu Asn Arg Ala Ser Pro Glu He Val Gly Lys 
145 150 155 160 

Gly Cys Leu Lys Glu Ser Gly Ser Tyr Met Trp He Tyr Val Phe Met 
165 170 175 

Gly Asn Met Leu Arg Gly He Gly Glu Thr Pro He Val Pro Leu Gly 
180 185 190 

Leu Ser Tyr He Asp Asp Phe Ala Lys Glu Gly His Ser Ser Leu Tyr 
195 200 205 

Leu Gly He Leu Asn Ala He Ala Met He Gly Pro He He Gly Phe 
210 215 220 

Thr Leu Gly Ser Leu Phe Ser Lys Met Tyr Val Asp He Gly Tyr Val 
225 230 235 240 

Asp Leu Ser Thr He Arg He Thr Pro Thr Asp Ser Arg Trp Val Gly 
245 ' 250 255 
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Ala Trp Trp Leu Asn Phe Leu Val Ser Gly Leu Phe Ser He He Ser 
260 265 270 

Ser He Pro Phe Phe Phe Leu Pro Gin Thr Pro Asn Lys Pro Gin Lys 
275 280 285 

Glu Arg Lys Ala Ser Leu Ser Leu His Val Leu Glu Thr Asn Asp Glu 
290 295 300 

Lys Asp Gin Thr Ala Asn Leu Thr Asn Gin Gly Lys Asn He Thr Lys 
305 310 315 320 

Asn Val Thr Gly Phe Phe Gin Ser Phe Lys Ser He Leu Thr Asn Pro 
325 330 335 

Leu Tyr Val Met Phe Val Leu Leu Thr Leu Leu Gin Val Ser Ser Tyr 
340 345 350 ' 

He Gly Ala Phe Thr Tyr Val Phe Lys Tyr Val Glu Gin Gin Tyr Gly 
355 360 365 

Gin Pro Ser Ser Lys Ala Asn He Leu Leu Gly Val He Thr He Pro 
370 375 380 

He Phe Ala Ser Gly Met Phe Leu Gly Gly Tyr He He Lys Lys Phe 
385 390 395 400 

Lys Leu Asn Thr Val Gly He Ala Lys Phe Ser Cys Phe Thr Ala Val 
405 410 415 

Met Ser Leu Ser Phe Tyr Leu Leu Tyr Phe Phe He Leu Cys Glu Asn 
420 425 430 

Lys Ser Val Ala Gly Leu Thr Met Thr Tyr Asp Gly Asn Asn Pro Val 
435 440 445 

Thr Ser His Arg Asp Val Pro Leu Ser Tyr Cys Asn Ser Asp Cys Asn 
450 455 460 

Cys Asp Glu Ser Gin Trp Glu Pro Val Cys Gly Asn Asn Gly He Thr 
465 470 475 480 

Tyr He Ser Pro Cys Leu Ala Gly Cys Lys Ser Ser Ser Gly Asn Lys 
485 490 495 



Lys Pro He Val Phe Tyr Asn Cys Ser Cys Leu Glu Val Thr Gly Leu 
500 505 510 
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Gin Asn Arg Asn Tyr Ser Ala His Leu Gly Glu Cys Pro Arg Asp Asp 
515 520 525 



Ala Cys Thr Arg 
530 

Leu Phe Phe Ser 
545 

Lys He Val Gin 



Met Val He Arg 
580 

Ala Leu He Asp 
595 

Thr Arg Gly Ser 
610 

Tyr Leu Gly Leu 
625 

He He Leu He 



Asn Ala Ser Glu 
660 

Leu Asn Lys Asn 
675 

Thr His Cys 
690 



Lys Phe Tyr Phe 
535 

Ala Leu Gly Gly 
550 

Pro Glu Leu Lys 
565 

Ala Leu Gly Gly 



Thr Thr Cys He 
600 

Cys Arg Thr Tyr 
615 

Ser Ser Met Leu 
630 

Tyr Ala Met Lys 
645 

Asn Gly Ser Val 



Lys His Phe Val 
680 



Phe Val Ala He 
540 

Thr Ser His Val 
555 

Ser Leu Ala Leu 
570 

He Leu Ala Pro 
585 

Lys Trp Ser Thr 



Asn Ser Thr Ser 
620 

Arg Val Ser Ser 
635 

Lys Lys Tyr Gin 
650 

Met Asp Glu Ala 
665 

Pro Ser Ala Gly 



Gin Val Leu Asn 



Met Leu He Val 
560 

Gly Phe His Ser 
575 

He Tyr Phe Gly 
590 

Asn Asn Cys Gly 
605 

Phe Ser Arg Val 



Leu Val Leu Tyr 
640 

Glu Lys Asp He 
655 

Asn Leu Glu Ser 
670 

Ala Asp Ser Glu 
685 



<210> 75 
<211> 204 
<212> DNA 

<213> Rattus norvegicus 
<400> 75 

ggctgaggag gaggcggcgg cagcggagtt gcgtggagaa cacacgctca ctgagaagtt 60 
tgtctgcttg gatcactcct tcgggcatga ctgcagccta acctgcgatg actgcaggaa 120 
tggggggact tgcttcccgg gccaggacgg ctgtgactgc ccagagggct ggactggaat 180 
catctgcaat gagacttgtc ctcc 204 
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<210> 76 
<211> 91 
<212> DNA 

<213> Rattus norvegicus 
<400> 76 

tggtggacct ggatggccgg ctgccctttg tgcggcccct gccccacatt gcggtgctga 60 
gggatgagct gccccgactc ttccaggatg a 91 



<210> 77 
<211> 1574 
<212> PRT 

<213> Rattus norvegicus 
<400> 77 

Met Pro Val Arg Ala Glu Ala Arg Ala Ala Trp Arg Val Val Ala Leu 
15 10 15 

Ala Leu Leu Leu Leu Pro Ala Met Pro Ala Ala Ser Pro Pro Leu Thr 
20 25 30 

Pro Arg Pro Leu Gin Pro Ser Met Pro His Val Cys Ala Glu Gin Lys 
35 40 45 

Leu Thr Leu Val Gly His Arg Gin Pro Cys Val Gin Ala Phe Ser Arg 
50 55 60 

He Val Pro Val Trp Arg Arg Thr Gly Cys Ala Gin Gin Ala Trp Cys 
65 70 75 80 

He Gly Gin Glu Arg Arg Thr Val Tyr Tyr Met Ser Tyr Arg Gin Val 
85 90 95 

Tyr Ala Thr Glu Ala Arg Thr Val Phe Arg Cys Cys Pro Gly Trp Ser 
100 105 110 

Gin Lys Pro Gly Gin Glu Gly Cys Leu Ser Asp Val Asp Glu Cys Ala 
115 120 125 

Ser Ala Asn Gly Gly Cys Glu Gly Pro Cys Cys Asn Thr Val Gly Gly 
130 135 140 



Phe Tyr Cys Arg Cys Pro Pro Gly Tyr Gin Leu Gin Gly Asp Gly Lys 

145 150 155 ' 160 
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Thr Cys Gin Asp Val Asp Glu Cys Arg Ala His 'Asn Gly Gly Cys Gin 
165 170 175 



His Arg Cys Val Asn Thr Pro Gly Ser Tyr Leu Cys Glu Cys Lys Pro 
180 185 190 

Gly Phe Arg Leu His Thr Asp Gly Arg Thr Cys Leu Ala He Ser Ser 
195 200 205 

Cys Thr Leu Gly Asn Gly Gly Cys Gin His Gin Cys Val Gin Leu Thr 
210 215 220 

Val Thr Gin His Arg Cys Gin Cys Arg Pro Gin Tyr Gin Leu Gin Glu 
225 230 235 240 

Asp Gly Arg Arg Cys Val Arg Arg Ser Pro Cys Ala Glu Gly Asn Gly 
245 250 255 

Gly Cys Met His He Cys Gin Glu Leu Arg Gly Leu Ala His Cys Gly 
260 265 270 

Cys His Pro Gly Tyr Gin Leu Ala Ala Asp Arg Lys Thr Cys Glu Asp 
275 280 285 

Val Asp Glu Cys Ala Leu Gly Leu Ala Gin Cys Ala His Gly Cys Leu 
290 295 300 

Asn Thr Gin Gly Ser Phe Lys Cys Val Cys His Ala Gly Tyr Glu Leu 
305 310 315 320 

Gly Ala Asp Gly Arg Gin Cys Tyr Arg He Glu Met Glu He Val Asn 
325 330 335 

Ser Cys Glu Ala Gly Asn Gly Gly Cys Ser His Gly Cys Ser His Thr 
340 345 350 

Ser Thr Gly Pro Leu Cys Thr Cys Pro Arg Gly Tyr Glu Leu Asp Glu 
355 360 365 

Asp Gin Lys Thr Cys He Asp He Asp Asp Cys Ala Asn Ser Pro Cys 
370 375 380 

Cys Gin Gin Ala Cys Ala Asn Thr Pro Gly Gly Tyr Glu Cys Ser Cys 
385 390 395 400 



Phe Ala Gly Tyr Arg Leu Asn Thr Asp Gly Cys Gly Cys Glu Asp Val 
405 410 415 
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Asp Glu Cys Ala Ser Gly His Gly Gly Cys Giu His His Cys Ser Asn 
420 425 430 

Leu Ala Gly Ser Phe Gin Cys Phe Cys Glu Ala Gly Tyr Arg Leu Asp 
435 440 445 

Glu Asp Arg Arg Gly Cys Thr Ser Leu Glu Glu Ser Val Val Asp Leu 
450 455 460 

Asp Gly Arg Leu Pro Phe Val Arg Pro Leu Pro His He Ala Val Leu 
465 470 475 480 

Arg Asp Glu Leu Pro Arg Leu Phe Gin Asp Asp Tyr Gly Ala Glu Glu 
485 490 495 

Glu Ala Ala Ala Ala Glu Leu Arg Gly Glu His Thr Leu Thr Glu Lys 
500 505 510 

Phe Val Cys Leu Asp His Ser Phe Gly His Asp Cys Ser Leu Thr Cys 
515 520 525 

Asp Asp Cys Arg Asn Gly Gly Thr Cys Phe Pro Gly Gin Asp Gly Cys 
530 535 540 

Asp Cys Pro Glu Gly Trp Thr Gly He He Cys Asn Glu Thr Cys^ Pro 
545 550 555 560 

Pro Asp Thr Phe Gly Lys Asn Cys Ser Ser Pro Cys Thr Cys Gin Asn' 
565 570 575 

Gly Gly Thr Cys Asp Pro Val Leu Gly Ala Cys Arg Cys Pro Pro Gly 
580 585 590 

Val Ser Gly Ala His Cys Glu Asp Gly Cys Pro Lys Gly Phe Tyr Gly 
595 600 605 

Lys His Cys Arg Lys Lys Cys His Cys Ala Asn Arg Gly Arg Cys His 
610 615 620 

Arg Leu Tyr Gly Ala Cys Leu Cys Asp Pro Gly Leu Tyr Gly Arg Phe 
625 630 635 640 

Cys His Leu Ala Cys Pro Pro Trp Ala Phe Gly Pro Gly Cys Ser Glu 
645 650 655 



Asp Cys Leu Cys Glu Gin Ser His Thr Arg Ser Cys Asn Pro Lys Asp 
660 665 670 
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Gly Ser Gys Ser Cys Lys Ala Gly Phe Gin Gly Glu Arg Cys Gin Ala 
675 680 685 



Glu Cys Glu Ser Gly Phe Phe Gly Pro Gly Cys Arg His Arg Cys Thr 
690 695 700 

Cys Gin Pro Gly Val Ala Cys Asp Pro Val Ser Gly Glu Cys Arg Thr 
705 710 715 720 

Gin Cys Pro Pro Gly Tyr Gin Gly Glu Asp Cys Gl^ Gin Glu Cys Pro 
725 730 ' 735 

Val Gly Thr Phe Gly Val Asn Cys Ser Gly Ser Cys Ser Cys Val Gly 
740 745 750 

Ala Pro Cys His Arg Val Thr Gly Glu Cys Leu Cys Pro Pro Gly Lys 
755 760 765 

Thr Gly Glu Asp Cys Gly Ala Asp Cys Pro Glu Gly Arg Trp Gly Leu 
770 775 780 

Gly Cys Gin Glu lie Cys Pro Ala Cys Glu His Gly Ala Ser Cys Asn 
785 790 795 800 

Pro Glu Thr Gly Thr Cys Leu Cys Leu Pro Gly Phe Val Gly Ser Arg 
805 810 815 

Cys Gin Asp Thr Cys Ser Ala Gly Trp Tyr Gly Thr Gly Cys Gin lie 
820 825 830 

Arg Cys Ala Cys Ala Asn Asp Gly His Cys Asp Pro Thr Thr Gly Arg 
835 840 845 

Cys Ser Cys Ala Pro Gly Trp Thr Gly Leu Ser Cys Gin Arg Ala Cys 
850 855 ' 860 

Asp Ser Gly His Trp Gly Pro Asp Cys He His Pro Cys Asn Cys Ser 
865 870 875 880 

Ala Gly His Gly Asn Cys Asp Ala Val Ser Gly Leu Cys Leu Cys Glu 
885 890 895 

Ala Gly Tyr Glu Gly Pro Arg Cys Glu Gin Ser Cys Arg Gin Gly Tyr 
900 905 910 



Tyr Gly Pro Ser Cys Glu Gin Lys Cys Arg Cys Glu His Gly Ala Ala 
915 920 925 
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Cys Asp His Val Ser Gly Ala Cys Thr Cys Pro Ala Gly Trp Arg Gly 
930 935 940 



Ser Phe Cys Glu His Ala Cys Pro Ala Gly Phe Phe Gly Leu Asp Cys 
945 950 955 960 

Asp Ser Ala Cys Asn Cys Ser Ala Gly Ala Pro Cys Asp Ala Val Thr 
965 970 975 

Gly Ser Cys lie Cys Pro Ala Gly Arg Trp Gly Pro Arg Cys Ala Gin 
980 985 990 

Ser Cys Pro Pro Leu Thr Phe Gly Leu Asn Cys Ser Gin lie Cys Thr 
995 1000 1005 

Cys Phe Asn Gly Ala Ser Cys Asp Ser Val Thr Gly Gin Cys His Cys 
1010 1015 1020 

Ala Pro Gly Trp Met Gly Pro Thr Cys Leu Gin Ala Cys Pro Pro Gly 
1025 1030 1035 1040 

Leu Tyr Gly Lys Asn Cys Gin His Ser Cys Leu Cys Arg Asn Gly Gly 
1045 1050 1055 

Arg Cys Asp Pro lie Leu Gly Gin Cys Thr Cys Pro Glu Gly Trp Thr 
1060 1065 1070 

Gly Leu Ala Cys Glu Asn Glu Cys Leu Pro Gly His Tyr Ala Ala Gly 
1075 1080 1085 

Cys Gin Leu. Asn Cys Ser Cys Leu His Gly Gly lie Cys Asp Arg Leu 
1090 1095 1100 

Thr Gly His Cys Leu Cys Pro Ala Gly Trp Thr Gly Asp Lys Cys Gin 
1105 1110 1115 1120 

Ser Ser Cys Val Ser Gly Thr Phe Gly Val His Cys Glu Glu His Cys 
1125 1130 1135 

Ala Cys Arg Lys Gly Ala Ser Cys His His Val Thr Gly Ala Cys Phe 
1140 1145 1150 

Cys Pro Pro Gly Trp Arg Gly Pro His Cys Glu Gin Ala Cys Pro Arg 
1155 1160 1165 



Gly Trp Phe Gly Glu Ala Cys Ala Gin Arg Cys Leu Cys Pro Thr Asn 
1170 1175 1180 
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Ala Ser Cys His His Val Thr Gly Glu Cys Arg Cys Pro Pro Gly Phe 
1185 1190 1195 1200 

Thr Gly Leu Ser Cys Glu Gin Ala Cys Gin Pro Gly Thr Phe Gly Lys 
1205 1210 1215 

Asp Cys Glu His Leu Cys Gin Cys Pro Gly Glu Thr Trp Ala Cys Asp 
1220 1225 1230 

Pro Ala Ser Gly Val Cys Thr Cys Ala Ala Gly Tyr His Gly Thr Gly 
1235 1240 1245 

Cys Leu Gin Arg Cys Pro Ser Gly Arg Tyr Gly Pro Gly Cys Glu His 
1250 1255 1260 

lie Cys Lys Cys Leu Asn Gly Gly Thr Cys Asp Pro Ala Thr Gly Ala 
1265 1270 1275 1280 

Cys Tyr Cys Pro Ala Gly Phe Leu Gly Ala Asp Cys Ser Leu Ala Cys 
1285 1290 1295 

Pro Gin Gly Arg Phe Gly Pro Ser Cys Ala His Val Cys Ala Cys Arg 
1300 1305 1310 

Gin Gly Ala Ala Cys Asp Pro Val Ser Gly Ala Cys lie Cys Ser Pro 
1315 1320 1325 

Gly Lys Thr Gly Val Arg Cys Glu His Gly Cys Pro Gin Asp Arg Phe 
1330 1335 1340 

Gly Lys Gly Cys Glu Leu Lys Cys Ala Cys Arg Asn Gly Gly Leu Cys 
1345 1350 1355 1360 

His Ala Thr Asn Gly Ser Cys Ser Cys Pro Leu Gly Trp Met Gly Pro 
1365 1370 1375 

His Cys Glu His Ala Cys Pro Ala Gly Arg Tyr Gly Ala Ala Cys Leu 
1380 1385 1390 

Leu Glu Cys Phe Cys Gin Asn Asn Gly Ser Cys Glu Pro Thr Thr Gly 
1395 1400 1405 

Ala Cys Leu Cys Gly Pro Gly Phe Tyr Gly Gin Ala Cys Glu His Ser 
1410 1415 1420 

Cys Pro Ser Gly Phe His Gly Pro Gly Cys Gin Arg Val Cys Glu Cys 
1425 1430 1435 1440 
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Gin Gin Gly Ala Pro Cys Asp Pro Val Ser Gly Gin Cys Leu Cys Pro 
1445 1450 1455 



Ala Gly Phe His Gly Gin Phe Cys Glu Lys Gly Cys Glu Ser Gly Ser 
1460 1465 1470 

Phe Gly Asp Gly Cys Leu Gin Gin Cys Asn Cys His Thr Gly Val Pro 
1475 1480 1485 

Cys Asp Pro lie Ser Gly Leu Cys Leu Cys Pro Pro Gly Arg Thr Gly 
1490 1495 1500 

Ala Ala Cys Asp Leu Asp Cys Arg Arg Gly Arg Phe Gly Pro Gly Cys 
1505 1510 1515 1520 

Ala Leu Arg Cys Asp Cys Gly Gly Gly Ala Asp Cys Asp Pro lie Ser 
1525 1530 1535 

Gly Gin Cys His Cys Val Asp Ser Tyr Met Gly Pro Thr Cys Arg Glu 
1540 1545 1550 

Val Pro Thr Gin lie Ser Ser Ser Arg Pro Ala Pro Gin His Pro Ser 
1555 1560 1565 



Ser Arg Ala Met Lys His 
1570 



<210> 78 

<211> 1708 

<212> DNA 

<213> Homo sapiens 



<400> 78 

atgctgccgg cgggctgctc gcgccggtga ggcctgcgcg gcaggagggg gtgggaggat 60 

gcgggcgggc cggtagccag gcgcggggcc cgaggcccga cgctggccga ggtgctgagc 120 

cgccggtgcg tcccccaggc tggtggccga gctgcagggc gccctggacg cctgcgcaca 180 

gcgacaattg caattggagc agagcctgcg cgtttgccgt cggctgctgc atgcctggga 240 

accaactggg acccgggctt tgaagccacc tccagggcca gaaactaatg gagaggaccc 300 

ccttccagca tgcacaccca gtccacaaga cctcaaagag ttggagtttc tgacccaggc 360 

actggagaag gctgtacgag ttcgaagagg catcactaag gccggagaga ga'gacaaggc 420 

ccccagcctg aaatctaggt ccattgtcac ctcttctggc acgacagcct ccgccccacc 480 

gcattcccca ggccaagctg gtggccatgc ttcagacacg agacccacca agggcctccg 540 

ccagaccacg gtgcctgcca agggccaccc tgagcgccgg ctgctgtcag tgggggatgg 600 

gacccgtgtt gggatgggag cccgaacccc caggcctggg gcgggcctca gggaccagca 660 

aatggcccca tccgctgctc ctcaggcccc agaagccttc acactcaagg agaaggggca 720 

cctgctgcgg ctgcctgcgg cattcaggaa agcagcttcc cagaactcga gcctgtgggc 780 

ccagctcagt tccacacaga ccagtgattc cacggatgcc gccgctgcca aaacccagtt 840 
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cctccagaac atgcagacag cttcaggcgg gccccagccc aggctcagtg ctgtggaggt 900 

ggaggcggag gcggggcgcc tgcggaaggc ctgctcgctg ctgagactgc gcatgaggga 960 

ggagctctca gcagccccca tggactggat gcaggagtac cgctgcctgc tcacgctgga 1020 

ggggctgcag gccatggtgg gccagtgtct gcacaggctg caggagctgc gtgcagcggt 1080 

ggcggaacag ccaccaagac catgtcctgt ggggaggccc cccggagcct cgccgtcctg 1140 

tgggggtaga gcggagcctg catggagccc ccagctgctt gtctactcca gcacccagga 1200 

gctgcagacc ctggcggccc tcaagctgcg agtggctgtg ctggaccagc agatccactt 1260 

ggaaaaggtc ctgatggctg aactcctccc cctggtaagc gctgcacagc cgcaggggcc 1320 

gccctggctg gccctgtgcc gggctgtgca cagcctgctc tgcgagggag gagcacgtgt 1380 

ccttaccatc ctgcgggatg aacctgcagt ctgagccttt cccatgctgc cctcggcctg 1440 

ttcagatggg gattgggggt gtcttccctg gcactgtgct cggggaccca gagatgcctg 1500 

tgcttccctg ggaaacctgg tgaactggac caggtggcct cactggctct tctcaggaca 1560 

actaagcctg ctggtcaggg ctggctttca gccttcctaa ggctcctgga ctccagaggc 1620 

cagcggggag cctttcctgg ctccctctgt tttctctcac tgtagaccaa agagccgctt 1680 

gtgtgatatt aaagccactt tagaaagc 1708 



<210> 79 
<211> 1151 
<212> PRT 

<213> Gallus gallus 
<400> 79 

Arg Ser Pro Thr Pro Pro Pro Arg Asn Pro Pro Thr Pro Pro Pro Ala 
15 10 15 

Pro Ser Pro Ala Pro Ala Pro Ala Pro Ala Pro Thr Ala Pro Pro Arg 
20 25 30 

Pro Lys Trp Val Pro lie Ala Glu Leu His Pro Ala Ala Pro Gin Pro 
35 40 45 

Pro Pro Lys Trp Val Pro lie Gly Gly Ala Pro Pro Pro Pro Gly Thr 
50 55 60 

Glu Pro Thr Pro Pro Ser Lys Pro Thr Asp Gly Ala Asp Ala Ala Pro 
65 70 75 80 

Lys Ala Ser Ala Glu Leu Thr Ser Pro Pro Pro Ala Ser Pro Ser Pro 
85 ^ 90 95 

Pro Asp Gly Pro Lys Ala Pro Ser Gly Ala Gly Glu Ala Glu Ala Gly 
100 105 110 

Thr Pro Pro Pro Ser Gin Gly Pro Ala Gly Thr Pro Pro Pro Ser Gin 
115 120 125 



Gly Ala Ala Gly Ala Pro Lys Gly Asp Gly Thr Ala Gin Pro Ser Gly 
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130 



135 



140 



Thr Lys Ser Gly 
145 

Ala Thr Thr Ala 



Thr Val Pro Lys 
180 

Gin Ser Ala Pro 
195 

Ser Gin Ser Ala 
210 

Ala Val Ala Lys 
225 

Lys Ala Thr Ala 



Pro Cys Ser Ser 
260 

Ala Ser Lys Ala 
275 

Leu Met Ala Thr 

290 

Ser Val Pro Lys 
305 

Pro Lys Ala Gly 



Ala Lys Pro Ala 
340 

Ala Ala Ala Ala 
355 

Pro His Gly Ser 
370 

Pro Asn Val Pro 



Ala Asp Gly Lys 
150 

Ala Thr Glu Ala 
165 

Ala Thr Ala Glu 



Lys Ala Ala Thr 
200 

Pro Lys Ala Thr 
215 

Glu Ala Lys Ala 
230 

Glu Ala Lys Pro 
245 

Ala Glu Ala Lys 



Thr Ala Glu Ala 

280 

Lys Val Thr Ala 
295 

Ala Thr Thr Asp 
310 

Pro Asp Val Lys 
325 

Pro Pro Pro Pro 



Pro Thr Gly Thr 
360 

Pro Arg Ala Asn 
375 

Arg Ala Ala Ala 



Pro Ala Ala Gin 
155 

Arg Pro Ala Ser 
170 

Ala Thr Ala Val 
185 

Asp Ala Ala Ala 



Val Glu Val Lys 
220 

Val Thr Ala Ala 
235 

Ala Pro Val Thr 
250 

Pro Leu Thr Ala 
265 

Lys Pro Val Pro 



Glu Ala Lys Pro 

300 

Thr Lys Ala Val 
315 

Pro Ala Val Ala 
330 

Pro Gin Gin Leu 
345 

Glu Leu Lys Pro 



Ser His Thr Val 
380 

Ala Thr Val Pro 



Asp Val Pro Lys 
160 

Ala Ala Ser Pro 
175 

Thr Ala Ala Ser 
190 

Val Thr Ala Ala 
205 

Pro Ala Ala Ala 



Ala Ala Ala Pro 
240 

Ser Pro Thr lie 
255 

Ala Ser Pro Thr 
270 

Ala Thr Ala Ser 
285 

Ala Pro Ser Pro 



Thr Ala Thr Ala 
320 

Val Cys Ala Glu 
335 

Pro Lys Ala Ala 
350 

Ala Thr Ala Pro 
365 

Thr Val Thr Pro 



Thr Ala Gly Ala 
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385 



390 



395 



400 



Val Pro Lys Ala 



Pro Val Pro Lys 
420 

Val Pro Arg Ala 
435 

Pro Val Thr Lys 
450 

Pro lie Pro Lys 
465 

Gin Gin Pro He 



Val Pro Lys Ala 
500 

Asn Ala Ala Thr 
515 

Pro Ser Ala Val 
530 

Pro Ser Asn Glu 
545 

Lys Ser Pro Leu 



Thr Pro Gin Pro 
580 

Lys Pro Ser Pro 
595 

Pro Pro Pro Pro 
610 

Leu Leu Gly Leu 
625 

Val Thr Pro Arg 



Ser Thr Gly Thr 
405 

Ala Ala Pro Val 



Ala Thr Ala Ala 
440 

Ala Ala Thr Thr 
455 

Ala Ala Thr Thr 
470 

Pro Lys Ala Gly 
485 

Pro Ser Asp Gly 



Asp Pro Gin Lys 
520 

Thr Glu Pro Lys 
535 

Ala Thr Pro Ala 

550 

Pro Thr He Pro 
565 

Val Thr Ala Gin 



He Val Pro Lys 
600 

Pro Pro Gly Leu 
615 

Pro Ser Ser Pro 
630 

Pro Leu Pro Ala 



Thr Pro Ala Ala 
410 

Thr Pro Pro Ser 
425 

Ala Ala Pro Val 



Thr Asn Ala Thr 
460 

Thr Thr Ala Thr 

475 

Thr Asp Ala Ala 
490 

Arg Ala Ala Thr 
505 

Pro Pro Pro Thr 



Pro Gin Pro Arg 
540 

Val Pro Ser Pro 
555 

Lys Pro Val Pro 
570 

Met Val Thr Gin 
585 

Ala Ser Pro Lys 



Pro Arg Ala Leu 
620 

Val Ala Ser Ala 
635 

Ser Pro Val Pro 



Ala Pro Gin Gin 
415 

Pro Gin Gin Ala 
430 

Thr Pro Gin Gin 
445 

Pro Pro Pro Gin 



Pro Val Thr Pro 
480 

Pro Pro Pro Ala 
495 

Pro Gly Val Pro 
510 

Pro Gin Ser Val 
525 

Ala Ala Pro Pro 



Ser Pro Asn Leu 

560 

Leu Met Ala Leu 
575 

Leu Ala Ala Thr 
590 

Ala Leu Met Thr 

605 

Ala Ala Ala Lys 



Met His Ala Lys 
640 

Met Ala Ala Ser 
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645 



650 



655 



Pro Ala Ser Leu 
660 

Ala Ala Ser Pro 
675 

Leu Met Ala Pro 
690 

Ala Ala Gly Ala 
705 

Val Ser Pro Met 



Ala Ala Asn Thr 
740 

Met Ser Pro Met 
755 

Thr Thr Thr Gin 
770 

Ser Pro Met Gly 
785 

Asn Thr Met Gin 



Pro Ser Val Gly 
820 

Ala Thr Thr Leu 
835 

Ser Pro Met Gly 

850 

Asn Thr Thr Gin 
865 

Pro Met Gly Ala 



Thr Thr Gin Ser 



Gly Pro Asp Ala 



Gly Ala Lys Pro 
680 

Met Gly Ala Ala 
695 

Ala Gin Thr Ala 
710 

Gly Ala Gly Gly 
725 

His Met Ser Pro 



Gly Ala Ala Asn 
760 

Met Ser Pro Met 
775 

Ala Ala Ala Thr 
790 

Val Ser Pro Met 
805 

Ala Ala Thr Thr 



Met Ser Pro Met 
840 

Ala Val Thr Thr 
855 

Pro Pro Pro Met 
870 

Ala Thr Thr Thr 
885 

Pro Pro Met Gly 



Ala Arg Val Ala 
665 

Glu Ala Ala Gly 



Asn Thr Gin Met 
700 

Pro Met Gly Ala 
715 

Ala Thr Gin Met 
730 

He Gly Ala Gly 
745 

Thr Gin Met Ser 



Gly Ala Ala Ala 
780 

Gin Val Thr Ala 
795 

Gly Ala Ala Thr 
810 

Pro Gin Pro Ser 
825 

Gly Ala Ala Thr 



Gin Pro Pro Pro 
860 

Ala Ala Ser Thr 
875 

Gin Ser Pro Pro 
890 

Ala Ser Thr Pro 



Leu Ala Thr Asn 
670 

Gly Asn Gly Thr 
685 

Ala Pro He Gly 



Ala His Thr His 
720 

Ser Pro Thr Gly 
735 

Gly Ala Thr Gin 
750 

Pro Met Gly Ala 
765 

Thr Thr Gin Pro 



Thr Ser Ala Gly 
800 

Pro Pro Gin Thr 
815 

Pro Met Gly Ala 
830 

Thr Pro Gin Pro 
845 

Met Ala Ala Thr 



Pro Gin Ser Thr 
880 

Met Gly Ala Thr 
895 

Gin Ala Pro Pro 
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900 905 910 

Thr Vai Ala Gly Ser Pro Thr Pro Pro Pro Pro lie Pro Pro Ser Pro 

915 920 925 

Thr Ala Gin Thr Ser Pro Gin Pro Met Ser Lys Ser Pro Pro Pro Asp 
930 935 940 

Pro Pro Lys Ala Pro Ser Ala Ala Ala Gin Thr Ser Pro Ala Ala His 

945 950 955 960 

Val Ala Asn Ala Ser Pro Gly Val Thr Ala Val Ser Pro Ala Pro lie 
965 970 975 

Gly Val Thr Glu Ala Ser Pro Ser Ala Asp Gly Ala Arg Leu Ser Pro 

980 985 990 

Gly Pro Thr Ala Ala Thr Asp Gly Pro Lys Ala Ser Pro Ala Ala Thr 
995 1000 1005 

Ala Asp Val Thr Glu Ala Ala Thr Asp Val Thr Ala Ala Ala Thr Ala 
1010 1015 1020 

Val Pro Ala Glu Ala Ala Pro Thr Lys Ala Lys Arg Ser Ser Ser Ser 
1025 1030 1035 1040 

Ser Ser Ser Ser Ser Ser Ser Ser Ser Ser Ser Ser Ser Ser Ser Ser 
1045 1050 1055 

Ser Ser Ser Ser Asp Ser Asp Ser Ser Ser Ser Ser Ser Glu Ser Asn 
1060 1065 1070 

Pro Ala Ser Pro Ala Pro Ala Val Gly Asp Gly Gin Gin Gin Met Thr 
1075 1080 1085 

Pro Gly Ala Ala Gin Ser Val Pro Pro Val Thr Glu Ala Ala Val Gin 
1090 1095 1100 

Glu Ala Ala Ala Ala Ala Ala Ala Ala Ala Gly Ala Glu Arg Glu Gly 
1105 1110 1115 1120 

Arg Pro Thr Arg Arg Lys Lys Arg Thr Arg Ser Ser Ser Ser Ser Ser 
1125 1130 ' 1135 

Ser Ser Ser Ser Ser Ser Ser Ser Ser Ser Ser Ser Ser Ser Ser 
1140 1145 1150 
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<210> 80 
<211> 199 
<212> PRT 

<213> Homo sapiens 
<400> 80 

Met Asn Cys Val Cys Arg Leu Val Leu Val Val Leu Ser Leu Trp Pro 
15 10 15 

Asp Thr Ala Val Ala Pro Gly Pro Pro Pro Gly Pro Pro Arg Val Ser 
20 25 30 

Pro Asp Pro Arg Ala Glu Leu Asp Ser Thr Val Leu Leu Thr Arg Ser 
35 40 45 

Leu Leu Ala Asp Thr Arg Gin Leu Ala Ala Gin Leu Arg Asp Lys Phe 
50 55 60 

Pro Ala Asp Gly Asp His Asn Leu Asp Ser Leu Pro Thr Leu Ala Met 
65 70 75 80 

Ser Ala Gly Ala Leu Gly Ala Leu Gin Leu Pro Gly Val Leu Thr Arg 
85 90 95 

Leu Arg Ala Asp Leu Leu Ser Tyr Leu Arg His Val Gin Trp Leu Arg 
100 105 110 

Arg Ala Gly Gly Ser Ser Leu Lys Thr Leu Glu Pro Glu Leu Gly Thr 
115 120 125 

Leu Gin Ala Arg Leu Asp Arg Leu Leu Arg Arg Leu Gin Leu Leu Met 
130 135 140 

Ser Arg Leu Ala Leu Pro Gin Pro Pro Pro Asp Pro Pro Ala Pro Pro 
145 150 155 160 

Leu Ala Pro Pro Ser Ser Ala Trp Gly Gly He Arg Ala Ala His Ala 
165 170 175 

He Leu Gly Gly Leu His Leu Thr Leu Asp Trp Ala Val Arg Gly Leu 
180 185 190 

Leu Leu Leu Lys Thr Arg Leu 
195 



<210> 81 
<211> 1029 
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<212> DNA 

<213> Homo sapiens 

<400> 81 

tctgctttta ataagcttcc caatcagctc tcgagtgcaa agcgctctcc ctccctcgcc 60 

cagccttcgt cctcctggcc cgctcctctc atccctccca ttctccattt cccttccgtt 120 

ccctccctgt cagggcgtaa ttgagtcaaa ggcaggatca ggttccccgc cttccagtcc 180 

aaaaatcccg ccaagagagc cccagagcag aggaaaatcc aaagtggaga gaggggaaga 240 

aagagaccag tgagtcatcc gtccagaagg cggggagagc agcagcggcc caagcaggag 300 

ctgcagcgag ccgggtacct ggactcagcg gtagcaacct cgccccttgc aacaaaggca 360 

gactgagcgc cagagaggac gtttccaact caaaaatgca ggctcaacag taccagcagc 420 

agcgtcgaaa atttgcagct gccttcttgg cattcatttt catactggca gctgtggata 480 

ctgctgaagc agggaagaaa gagaaaccag aaaaaaaagt gaagaagtct gactgtggag 540 

aatggcagtg gagtgtgtgt gtgcccacca gtggagactg tgggctgggc acacgggagg 600 

gcactcggac tggagctgag tgcaagcaaa ccatgaagac ccagagatgt aagatcccct 660 

gcaactggaa gaagcaattt ggcgcggagt gcaaatacca gttccaggcc tggggagaat 720 

gtgacctgaa cacagccctg aagaccagaa ctggaagtct gaagcgagcc ctgcacaatg 780 

ccgaatgcca gaagactgtc accatctcca agccctgtgg caaactgacc aagcccaaac 840 

ctcaagcaga atctaagaag aagaaaaagg aaggcaagaa acaggagaag atgctggatt 900 

aaaagatgtc acctgtggaa cataaaaagg acatcagcaa acaggatcag ttaactattg 960 

catttatatg taccgtaggc tttgtattca aaaattatct atagctaagt acacaataag 1020 
caaaaacaa 1029 



<210> 82 
<211> 216 
<212> PRT 

<213> Homo sapiens 
<400> 82 

Met Arg Ser Gly Cys Val Val Val His Val Trp He Leu Ala Gly Leu 
15 10 15 

Trp Leu Ala Val Ala Gly Arg Pro Leu Ala Phe Ser Asp Ala Gly Pro 
20 25 30 

His Val His Tyr Gly Trp Gly Asp Pro He Arg Leu Arg His Leu Tyr 
35 40 45 

Thr Ser Gly Pro His Gly Leu Ser Ser Cys Phe Leu Arg lie Arg Ala 
50 55 60 

Asp Gly Val Val Asp Cys Ala Arg Gly Gin Ser Ala His Ser Leu Leu 
65 70 75 80 

Glu He Lys Ala Val Ala Leu Arg Thr Val Ala He Lys Gly Val His 
85 90 95 
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Ser Val Arg Tyr Leu Cys Met Gly Ala Asp Gly Lys Met Gin Gly Leu 
100 105 110 



Leu Gin Tyr Ser Glu Glu Asp Cys Ala Phe Glu Glu Glu lie Arg Pro 
115 120 125 

Asp Gly Tyr Asn Val Tyr Arg Ser Glu Lys His Arg Leu Pro Val Ser 
130 135 140 

Leu Ser Ser Ala Lys Gin Arg Gin Leu Tyr Lys Asn Arg Gly Phe Leu 
145 150 155 160 

Pro Leu Ser His Phe Leu Pro Met Leu Pro Met Val Pro Glu Glu Pro 

165 170 175 

Glu Asp Leu Arg Gly His Leu Glu Ser Asp Met Phe Ser Ser Pro Leu 
180 185 190 

Glu Thr Asp Ser Met Asp Pro Phe Gly Leu Val Thr Gly Leu Glu Ala 
195 200 205 

Val Arg Ser Pro Ser Phe Glu Lys 
210 215 



<210> 83 
<211> 346 
<212> PRT 

<213> Rattus norvegicus 
<400> 83 

Met Glu Leu Ala Pro Val Asn Leu Ser Glu Gly Asn Gly Ser Asp Pro 
15 10 15 

Glu Pro Pro Ala Glu Pro Arg Pro Leu Phe Gly lie Gly Val Glu Asn 
20 25 30 

Phe lie Thr Leu Val Val Phe Gly Leu He Phe Ala Met Gly Val Leu 
35 40 45 

Gly Asn Ser Leu Val He Thr Val Leu Ala Arg Ser Lys Pro Gly Lys 
50 55 60 

Pro Arg Ser Thr Thr Asn Leu Phe He Leu Asn Leu Ser He Ala Asp 
65 70 75 80 

Leu Ala Tyr Leu Leu Phe Cys He Pro Phe Gin Ala Thr Val Tyr Ala 
85 90 95 
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Leu Pro Thr Trp Val Leu Gly Ala Phe lie Cys Lys Phe lie His Tyr 
100 105 110 



Phe Phe Thr Val Ser Met Leu Val Ser He Phe Thr Leu Ala Ala Met 
115 120 125 

Ser Val Asp Arg Tyr Val Ala He Val His Ser Arg Arg Ser Ser Ser 
130 135 140 

Leu Arg Val Ser Arg Asn Ala Leu Leu Gly Val Gly Phe lie Trp Ala 
145 150 155 160 

Leu Ser lie Ala Met Ala Ser Pro Val Ala Tyr Tyr Gin Arg Leu Phe 
165 170 175 

His Arg Asp Ser Asn Gin Thr Phe Cys Trp Glu His Trp Pro Asn Gin 
180 185 190 

Leu His Lys Lys Ala Tyr Val Val Cys Thr Phe Val Phe Gly Tyr Leu 
195 200 205 

Leu Pro Leu Leu Leu He Cys Phe Cys Tyr Ala Lys Val Leu Asn His 
210 215 220 

Leu His Lys Lys Leu Lys Asn Met Ser Lys Lys Ser Glu Ala Ser Lys 
225 230 235 240 

Lys Lys Thr Ala Gin Thr Val Leu Val Val Val Val Val Phe Gly He 
245 250 255 

Ser Trp Leu Pro His His Val He His Leu Trp Ala Glu Phe Gly Ala 
260 265 270 

Phe Pro Leu Thr Pro Ala Ser Phe Phe Phe Arg He Thr Ala His Cys 
275 280 285 

Leu Ala Tyr Ser Asn Ser Ser Val Asn Pro He He Tyr Ala Phe Leu 
290 295 300 

Ser Glu Asn Phe Arg Lys Ala Tyr Lys Gin Val Phe Lys Cys Arg Val 

305 310 315 320 

Cys Asn Glu Ser Pro His Gly Asp Ala Lys Glu Lys Asn Arg He Asp 
325 330 335 



Thr Pro Pro Ser Thr Asn Cys Thr His Val 
340 345 
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<210> 84 
<211> 1308 
<212> DNA 
<213> Bos taurus 

<400> 84 

cgagcgtccg ccgagctggg ctccgccaag ggaatgcgaa cgcgcaagga aggaaggatg 60 

ccgcgggcgc cgagagagaa tgccacggcc cgggagcccc tggatcgcca ggagcccccg 120 

ccgaggccgc aggaggagcc ccagcggcgg ccgccacagc agcctgaagc tcgggagcct 180 

cccggcaggg gcccgcgctt ggtgccccac gagtacatgc tgtcaatcta caggacttac 240 

tccatcgccg agaagctggg catcaatgct agctttttcc agtcttccaa gtcggctaat 300 

acgatcacta gctttgtaga caggggacta gacgatctct cgcacactcc tctccggaga 360 

cagaagtatt tgtttgatgt gtccacgctc tcagacaaag aagagctggt gggcgcggac 420 

gtgcggctgt ttcgccaggc gcccgctgcc ctggcgccgc cggcggccgc tccgcttgca 480 

gctcttcgcc tgccagtcgc ccctgctgct ggaagcgcgg agcctggacc cgcaggggcg 540 

ccccggcccg gctgggaagt cttcgacgtg tggcggggcc tgcgccccca gccctggaag 600 

cagctgtgct tggagcttcg ggccgcgtgg ggcggcgagc cgggcgccgc ggaggacgag 660 

gcgcgcacgc ctgggcccca gcagccgccg cccccggacc tgcggagtct gggcttcggc 720 

cggagggtgc ggacccccca ggagcgcgcc ttgctcgtcg tgttctccag gtcccagcgc 780 

aagaccctgt tcgccgagat gcgcgagcag ctgggctcgg cgaccgaggt ggtcggcccc 840 

ggtggtgggg ccgaggggtc ggggccgccg ccgccgccgc cgccgccgcc gccgtcgggc 900 

accccggacg ctgggctctg gtcgccctcg cctggccggc ggcggcgcac ggccttcgcc 960 

agccgccacg gcaagcggca cggcaagaag tcgaggctgc gctgcagcaa gaagcccctg 1020 

cacgtgaact tcaaggagct gggctgggac gactggatta tcgcgcccct ggagtacgag 1080 

gcctaccact gcgagggcgt gtgcgacttc ccgctacgct cgcacctgga gcccaccaac 1140 

cacgccatca tccagacgct gatgaactcc atggaccccg gctccacccc gcccagctgc 1200 

tgcgtgccca ccaaattgac tcccatcagc atcttgtaca tcgacgcggg caataatgtg 1260 
gtctacaacg agtacgagga gatggtggtg gagtcgtgcg gctgcagg 1308 



<210> 85 
<211> 436 
<212> PRT 
<213> Bos taurus 

<400> 85 

Arg Ala Ser Ala Glu Leu Gly Ser Ala Lys Gly Met Arg Thr Arg Lys 
15 10 15 

Glu Gly Arg Met Pro Arg Ala Pro Arg Glu Asn Ala Thr Ala Arg Glu 
20 25 30 

Pro Leu Asp Arg Gin Glu Pro Pro Pro Arg Pro Gin Glu Glu Pro Gin 
35 40 45 

Arg Arg Pro Pro Gin Gin Pro Glu Ala Arg Glu Pro Pro Gly Arg Gly 
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50 



55 



60 



Pro Arg Leu Vai 
65 

Ser lie Ala Glu 



Lys Ser Ala Asn 
100 

Leu Ser His Thr 
115 

Thr Leu Ser Asp 
130 

Arg Gin Ala Pro 
145 

Ala Leu Arg Leu 



Pro Ala Gly Ala 
180 

Gly Leu Arg Pro 
195 

Ala Trp Gly Gly 
210 

Gly Pro Gin Gin 
225 

Arg Arg Val Arg 



Arg Ser Gin Arg 
260 

Ser Ala Thr Glu 
275 

Pro Pro Pro Pro 
290 

Gly Leu Trp Ser 



Pro His Glu Tyr 
70 

Lys Leu Gly lie 
85 

Thr lie Thr Ser 



Pro Leu Arg Arg 
120 

Lys Giu Glu Leu 
135 

Ala Ala Leu Ala 
150 

Pro Vai Ala Pro 
165 

Pro Arg Pro Giy 



Gin Pro Trp Lys 
200 

Giu Pro Giy Ala 
215 

Pro Pro Pro Pro 
. 230 

Thr Pro Gin Giu 
245 

Lys Thr Leu Phe 



Val Val Giy Pro 
280 

Pro Pro Pro Pro 
295 

Pro Ser Pro Giy 



Met Leu Ser lie 
75 

Asn Ala Ser Phe 
90 

Phe Val Asp Arg 
105 

Gin Lys Tyr Leu 



Val Gly Ala Asp 
140 

Pro Pro Ala Ala 
155 

Ala Ala Gly Ser 
170 

Trp Giu Vai Phe 
185 

Gin Leu Cys Leu 



Ala Giu Asp Glu 
220 

Asp Leu Arg Ser 
235 

Arg Ala Leu Leu 
250 

Ala Glu Met Arg 
265 

Giy Gly Gly Ala 



Pro Pro Ser Gly 
300 

Arg Arg Arg Arg 



Tyr Arg Thr Tyr 
80 

Phe Gin Ser Ser 
95 

Giy Leu Asp Asp 
110 

Phe Asp Vai Ser 
125 

Vai Arg Leu Phe 



Ala Pro Leu Ala 
160 

Ala Glu Pro Gly 
175 

Asp Vai Trp Arg 
190 

Glu Leu Arg Ala 
205 

Ala Arg Thr Pro 



Leu Gly Phe Gly 
240 

Val Vai Phe Ser 
255 

Giu Gin Leu Giy 
270 

Glu Gly Ser Gly 
285 

Thr Pro Asp Ala 



Thr Ala Phe Ala 
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305 310 315 320 

Ser Arg His Gly Lys Arg His Gly Lys Lys Ser Arg Leu Arg Cys Ser 
325 330 335 

Lys Lys Pro Leu His Val Asn Phe Lys Glu Leu Gly Trp Asp Asp Trp 
340 345 350 

lie lie Ala Pro Leu Glu Tyr Glu Ala Tyr His Cys Glu Gly Val Cys 
355 360 365 

Asp Phe Pro Leu Arg Ser His Leu Glu Pro Thr Asn His Ala lie lie 
370 375 380 

Gin Thr Leu Met Asn Ser Met Asp Pro Gly Ser Thr Pro Pro Ser Cys 
385 390 395 400 

Cys Val Pro Thr Lys Leu Thr Pro He Ser He Leu Tyr He Asp Ala 
405 410 415 

Gly Asn Asn Val Val Tyr Asn Glu Tyr Glu Glu Met Val Val Glu Ser 
420 425 430 

Cys Gly Cys Arg 

435 
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